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Survey: KU3/25
month: July 2025
Participant-No: 9900540
valid from: 05.07.25

glucose (1) uric acid (1) urea (3)
creatinine (1) total protein (5) a1-microglobulin (2)
albumin (2) IgG (1) calcium (6)
chloride (4) potassium (2) magnesium (1)
sodium (2) phosphorus, inorg. (2) osmolality (1)
proteinuria (1) pH ST (2) protein ST (2)
glucose ST (2) hemoglobin ST (2) leukocytes ST (2)
keton ST (2) nitrite ST (2) bilirubin ST (2)
specific grav. ST (2) urobilinog. ST (2)

Prof. Dr. Dr. K. P. Kohse
EQA scheme director

Dr. Anja Kessler
Head of Reference Institute

Dr. Marika Enders
EQAS-Board

The number in parentheses characterizes the analytical method used.
The assignment of the number to the respective method and/or the respective instrument
is to be taken from the total evaluation.

This certificate is valid in conjunction with the final report dated 15.07.25.

This is available for download in the RfB-Online system.

Certificate
We confirm that you have participated in the survey for clinical chemical analytes in urine.

This certificate is according to the current version of the RiliBÄK valid until the end of January 2026.

You have met the requirements of the survey for the following analytes:
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Survey: KU3/25
month: July 2025
Participant-No: 9900540
valid from: 05.07.25

glucose (1) uric acid (1) urea (3)
creatinine (1) citrate (1) oxalate (1)
total protein (5) a1-microglobulin (2) albumin (2)
IgG (1) calcium (6) chloride (4)
potassium (2) magnesium (1) sodium (2)
phosphorus, inorg. (2) osmolality (1) proteinuria (1)
pH ST (2) protein ST (2) glucose ST (2)
hemoglobin ST (2) leukocytes ST (2) keton ST (2)
nitrite ST (2) bilirubin ST (2) specific grav. ST (2)
urobilinog. ST (2) diagn. graph A (1) diagn. graph B (1)

Prof. Dr. Dr. K. P. Kohse
EQA scheme director

Dr. Anja Kessler
Head of Reference Institute

Dr. Marika Enders
EQAS-Board

The number in parentheses characterizes the analytical method used.
The assignment of the number to the respective method and/or the respective instrument
is to be taken from the total evaluation.

Participation certificate
We confirm that you have participated in the survey for clinical chemical analytes in urine.



The analytes determined by you are as follows:
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Survey: KU3/25
month: July 2025
Participant-No: 9900540

Listing and Evaluation of all your results

Explanations

Certificate
A certificate is issued (given) for an analyte only if the basis for an evaluation of the accuracy is given by the guidelines of the
German Medical Association and/or if an evaluation is possible in analogy to these guidelines (see comments on the evaluation)
and, if both results for an analyte are within the given acceptance limits. (marked as '+' below C)

Certificate of participation
In the participation certificate all analytes which are included in the list on this page are listed.
If all analytes are listed on the certificate no participation certificate is printed.

C M R D/Dmax T LL UL

Legend: C=Certification, M=No of method, R=your result, D=difference (R-T)
Dmax= maximum allowable amount of difference in measurement, partly given by
annax 1 of the guideline of the BÄK.
T = target value, either reference method value or assigned value, LL | UL = lower resp. upper limit

Certification: + = fulfilled ( quotient | D/Dmax | <= 1.0 )
- = not fulfilled (quotient | D/Dmax | > 1.0
± = certification cancelled because of technical
and/or analytical reasons

glucose
[mmol/l]

+ 1 A 8.30 0.64 7.27 5.66 8.88
B 0.300 0.01 0.294 0 0.678

uric acid
[mmol/l]

+ 1 A 0.770 -0.53 0.881 0.672 1.09
B 0.750 -0.45 0.839 0.642 1.04

urea
[mmol/l]

+ 3 A 134 -0.35 145 114 176
B 96.5 -0.03 97.2 76.7 118

creatinine
[mmol/l]

+ 1 A 8.80 -0.01 8.81 6.95 10.7
B 9.50 -0.02 9.55 7.54 11.6

citrate
[mmol/l]

- 1 A 0.250 -1.57 0.475 0.332 0.618
B 1.18 -0.64 1.47 1.02 1.92

oxalate
[µmol/l]

- 1 A 190 0.72 143 78.6 208
B 187 1.45 113 62.1 164

total protein
[g/l]

+ 5 A 0.600 0.07 0.590 0.448 0.732
B 0.030 -0.17 0.036 0 0.100

a1-microglobulin
[mg/l]

+ 2 A 55.0 -0.10 57.5 32.2 82.8
B 2.20 -0.56 5.00 0 20.0

albumin
[mg/l]

+ 2 A 464 0.18 443 327 559
B 10.8 0.01 10.7 0 20.0

IgG
[mg/l]

+ 1 A 44.4 -0.01 44.5 31.1 57.9
B 3.00 0 3.00 0 10.0

calcium
[mmol/l]

+ 6 A 0.980 0.27 0.935 0.776 1.10
B 1.41 -0.04 1.42 1.17 1.67

chloride
[mmol/l]

+ 4 A 71.0 0 71.0 61.0 81.0
B 46.1 -0.06 46.5 39.9 53.1

potassium
[mmol/l]

+ 2 A 24.0 0 24.0 20.4 27.6
B 24.4 0.05 24.2 20.5 27.9

magnesium
[mmol/l]

+ 1 A 2.26 0.01 2.25 1.66 2.84
B 1.75 0.13 1.69 1.25 2.13

sodium
[mmol/l]

+ 2 A 94.0 -0.09 95.0 83.6 107
B 61.4 -0.21 63.0 55.4 70.6

phosphorus, inorg.
[mmol/l]

+ 2 A 9.40 -0.26 9.91 7.91 12.0
B 7.20 -0.26 7.59 6.07 9.11

osmolality
[mosm/kg]

+ 1 A 370 -0.13 376 330 422
B 257 -0.28 266 234 298

proteinuria
[ohne]

+ 1 A Ch. 13 Ch. 13,
B Ch. 11 Ch. 11,

pH ST
[ohne]

+ 2 A 7 7,5 7 8
B 6,5 7,5 6,5 8

protein ST
[ohne]

+ 2 A Ch. 4 Ch. 4 Ch. 3 Ch. 4
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

C M R D/Dmax T LL UL

glucose ST
[ohne]

+ 2 A Ch. 3 Ch. 3 Ch. 2 Ch. 3
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

hemoglobin ST
[ohne]

+ 2 A Ch. 1 Ch. 1 Ch. 1 Ch. 1
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

leukocytes ST
[ohne]

+ 2 A Ch. 1 Ch. 1 Ch. 1 Ch. 1
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

keton ST
[ohne]

+ 2 A Ch. 1 Ch. 1 Ch. 1 Ch. 1
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

nitrite ST
[ohne]

+ 2 A neg neg neg neg
B neg neg neg neg

bilirubin ST
[ohne]

+ 2 A Ch. 1 Ch. 1 Ch. 1 Ch. 1
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

specific grav. ST
[g/ml]

+ 2 A 1.010 0 1.010 1.000 1.020
B 1.005 -0.50 1.010 1.000 1.020

urobilinog. ST
[ohne]

+ 2 A Ch. 1 Ch. 1 Ch. 1 Ch. 1
B Ch. 1 Ch. 1 Ch. 1 Ch. 1

diagn. graph A
[mg/g Krea]

± 1 A 466
B 55.3

diagn. graph B
[mg/g Krea]

± 1 A 10.1
B 2.05
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Analyte

Method

glucose
all methods

success rate 98,7 % out of range 5

No of participants 499
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

7.83 0.306
0.275 0.057
3.51 18.7

Probe A (TV = 7.27 [mmol/l])

4 6 8 10M Kit N Min 16.P 50.P 84.P Max

Alle 499 0.078 7.58 7.84 8.07 16.9
1 4 62 7.05 7.39 7.68 7.89 8.10
1 30 323 0.078 7.65 7.88 8.10 16.9
1 38 38 6.58 7.39 7.81 8.08 8.66
1 40 9 7.38 7.38 7.55 8.05 8.05
1 43 44 0.300 7.67 7.88 8.13 8.38
1 126 4 7.86 8.15 8.52
1 328 14 7.44 7.62 7.85 8.17 8.63

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 0.294 [mmol/l])

0 0,5 1

Alle 499 0.111 0.278 0.294 0.333 8.10
1 4 62 0.250 0.261 0.275 0.278 0.555
1 30 323 0.111 0.278 0.300 0.333 0.500
1 38 38 0.222 0.260 0.279 0.311 0.600
1 40 9 0.222 0.222 0.278 0.278 0.278
1 43 44 0.261 0.278 0.306 0.333 8.10
1 126 4 0.240 0.276 0.690
1 328 14 0.389 0.444 0.500 0.610 0.625
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 5.3 %
B 0 %

Other kits (number):
1-07(1), 1-128(1), 4-04(1), 4-13(1), 4-38(1),
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Analyte

Method

uric acid
all methods

success rate 98,5 % out of range 4

No of participants 423
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

0.837 0.793
0.050 0.049
5.97 6.19

Sample A (RMW = 0.881 mmol/l)

0,4 0,6 0,8 1 1,2 1,4M Kit N Min 16.P 50.P 84.P Max

Alle 423 0.008 0.797 0.833 0.887 803
1 4 12 0.821 0.829 0.846 0.886 0.887
1 30 20 0.008 0.779 0.821 0.842 1.78
1 43 10 0.833 0.861 0.900 0.936 0.958
1 328 7 0.869 0.923 0.976
2 30 4 0.768 0.786 0.907
3 4 36 0.595 0.810 0.833 0.858 0.900
3 30 259 0.600 0.790 0.820 0.839 803
3 38 24 0.833 0.851 0.875 0.899 0.976
3 40 7 0.860 0.950 0.976
3 43 29 0.839 0.877 0.911 0.937 0.985
3 328 3 0.867 0.954 1.07

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 0.839 mmol/l)

0,4 0,6 0,8 1 1,2

Alle 423 0.600 0.750 0.785 0.833 729
1 4 12 0.798 0.798 0.817 0.845 0.850
1 30 20 0.726 0.753 0.773 0.813 1.69
1 43 10 0.804 0.826 0.881 0.923 0.964
1 328 7 0.827 0.881 0.964
2 30 4 0.714 0.748 0.849
3 4 36 0.774 0.792 0.804 0.830 0.857
3 30 259 0.600 0.744 0.771 0.798 729
3 38 24 0.774 0.810 0.824 0.839 0.935
3 40 7 0.738 0.911 0.930
3 43 29 0.780 0.835 0.869 0.892 0.940
3 328 3 0.860 0.947 0.984
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -6.2 %
B -3.0 %

Other kits (number):
1-38(2), 1-40(2), 1-128(1), 2-04(1), 2-43(1), 3-07(1), 3-126(1), 5-04(1), 5-43(1), 5-328(1),
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Analyte

Method

urea
all methods

success rate 96,6 % out of range 4

No of participants 472
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

136 91.7
9.84 7.06
7.23 7.70

Sample A (RMW = 145 mmol/l)

100 150 200M Kit N Min 16.P 50.P 84.P Max

Alle 472 4.66 129 136 143 170
1 4 10 132 132 137 142 144
1 30 41 124 128 136 143 149
1 38 4 136 143 151
1 43 12 91.0 110 134 146 148
2 30 9 4.66 79.9 136 146 149
3 4 41 121 128 136 140 154
3 30 243 15.1 128 135 142 164
3 38 26 129 134 141 144 160
3 40 6 143 149 159
3 43 28 60.8 131 139 145 146
4 30 19 120 127 135 143 150
6 30 7 127 137 143

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 97.2 mmol/l)

60 80 100 120 140

Alle 472 10.4 86.9 91.6 96.7 141
1 4 10 88.7 89.0 92.1 95.6 95.9
1 30 41 66.1 85.2 91.6 96.0 99.0
1 38 4 89.5 96.2 102
1 43 12 80.6 85.9 94.8 97.6 141
2 30 9 86.6 88.3 92.2 97.0 97.9
3 4 41 80.1 86.8 91.1 96.3 103
3 30 243 10.4 86.6 90.9 96.6 115
3 38 26 86.2 90.4 94.2 96.9 103
3 40 6 95.6 96.4 97.2
3 43 28 41.2 87.7 91.1 96.6 100
4 30 19 83.5 86.1 90.9 97.8 103
6 30 7 85.1 90.2 98.4
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -0.9 %
B 6.1 %

Other kits (number):
1-40(2), 1-328(3), 2-04(2), 2-38(1), 2-328(3), 3-07(1), 3-126(1), 3-128(1), 3-328(2), 4-04(3), 4-38(1), 4-40(1), 
4-43(2), 5-04(1), 6-43(1), 6-328(1),
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Method

creatinine
all methods

success rate 98,4 % out of range 7

No of participants 728
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

8.85 9.34
0.474 0.487
5.35 5.21

Sample A (RMW = 8.81 mmol/l)

4 6 8 10 12 14M Kit N Min 16.P 50.P 84.P Max

Alle 728 0.115 8.41 8.89 9.28 8938
1 4 65 7.69 8.24 8.42 8.67 8.98
1 30 283 0.115 8.60 8.96 9.37 9.81
1 38 50 8.00 8.40 8.75 9.11 9.66
1 40 7 8.57 9.10 9.90
1 43 31 7.68 7.97 8.26 8.84 9.34
1 126 8 8.59 8.65 9.01 9.16 9.21
1 328 19 8.20 8.36 8.56 8.94 10.4
2 4 22 8.18 8.33 8.49 8.78 8.93
2 30 167 6.23 8.72 9.02 9.37 8938
2 38 11 7.40 8.69 8.99 9.24 9.24
2 43 25 8.42 8.70 9.03 9.34 9.46
2 328 4 8.22 8.80 9.11
4 30 9 0.973 5.33 8.97 9.55 9.64
4 38 4 8.37 8.66 9.09

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 9.55 mmol/l)

6 8 10 12 14

Alle 728 0 8.86 9.37 9.80 9179
1 4 65 7.05 8.69 9.01 9.21 9.58
1 30 283 0 9.02 9.50 9.90 10.4
1 38 50 8.49 8.78 9.20 9.49 10.1
1 40 7 9.03 9.46 9.77
1 43 31 8.16 8.49 8.76 9.38 9.81
1 126 8 9.14 9.15 9.47 9.76 9.78
1 328 19 8.74 8.82 8.98 9.42 10.8
2 4 22 8.64 8.74 9.03 9.33 9.43
2 30 167 6.84 9.20 9.51 9.90 9179
2 38 11 8.40 9.27 9.48 9.69 9.73
2 43 25 8.86 9.07 9.40 9.61 9.84
2 328 4 8.58 9.42 9.55
4 30 9 1.04 5.70 9.42 9.87 10.1
4 38 4 8.70 8.84 9.29
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -1.7 %
B -0.0 %

Other kits (number):
1-28(1), 1-99(2), 1-108(2), 1-128(1), 2-16(1), 2-40(2), 2-99(1), 2-126(3), 2-285(1), 2-335(1), 3-08(1), 3-30(1), 
4-04(2), 4-43(2), 4-129(1),
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Method

citrate
all methods

success rate 81,6 % out of range 2

No of participants 49
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

0.490 1.43
0.112 0.253
22.7 17.7

Sample A [mmol/l]

0,2 0,4 0,6 0,8M Kit N Min 16.P 50.P 84.P Max

Alle 49 0.170 0.440 0.490 0.578 10.7
1 30 7 0.490 0.503 0.635
1 38 3 0.490 0.505 0.505
1 99 16 0.236 0.379 0.475 0.615 1.08
1 148 6 0.350 0.531 0.578
4 99 9 0.440 0.446 0.479 4.72 10.7

M Kit N Min 16.P 50.P 84.P Max

Sample B [mmol/l]

0,5 1 1,5 2 2,5

Alle 49 0.198 1.33 1.47 1.57 23.3
1 30 7 1.34 1.50 1.71
1 38 3 1.39 1.49 1.54
1 99 16 0.380 1.03 1.47 1.58 1.71
1 148 6 1.30 1.55 1.64
4 99 9 1.33 1.33 1.46 10.5 23.3
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A-47.37 %
B-19.96 %

Other kits (number):
1-126(1), 1-168(1), 2-99(2), 3-99(1), 4-12(1), 4-72(2),
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oxalate
all methods

success rate 85,4 % out of range 1

No of participants 48
sample/unit A Bµmol/l
mean
standard deviation
coefficient of variation

138 116
31.7 29.5
22.9 25.3

Sample A [µmol/l]

0 70 140 210 280M Kit N Min 16.P 50.P 84.P Max

Alle 48 63.0 105 141 167 282
1 99 18 82.2 101 143 156 190
1 117 7 141 157 282
2 99 7 63.0 122 193
4 99 6 99.9 137 167

M Kit N Min 16.P 50.P 84.P Max

Sample B [µmol/l]

0 70 140 210

Alle 48 63.0 99.0 112 146 343
1 99 18 73.3 100 113 130 187
1 117 7 84.4 139 343
2 99 7 65.0 102 170
4 99 6 76.0 112 122
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 32 %
B 65 %

Other kits (number):
1-30(1), 1-38(2), 1-126(1), 1-168(1), 2-39(1), 4-12(1), 4-72(2), 4-168(1),
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Method

total protein
all methods

success rate 97,0 % out of range 12

No of participants 618
sample/unit A Bg/l
mean
standard deviation
coefficient of variation

0.662 0.042
0.101 0.013
15.2 31.9

Sample A [g/l]

0,4 0,6 0,8 1M Kit N Min 16.P 50.P 84.P Max

Alle 618 0.000 0.580 0.607 0.804 59.4
1 4 10 0.689 0.694 0.721 14.8 59.4
1 30 44 0.032 0.567 0.598 0.611 0.701
2 30 4 0.555 0.586 0.594
4 4 60 0.679 0.709 0.725 0.749 0.803
4 30 321 0.040 0.576 0.594 0.610 0.730
5 4 11 0.683 0.688 0.720 0.763 0.780
5 30 21 0.562 0.569 0.590 0.615 5.91
5 38 50 0.760 0.796 0.826 0.853 0.900
5 40 7 0.786 0.805 0.840
5 43 52 0.060 0.770 0.810 0.838 0.890
5 126 6 0.786 0.830 0.926
5 328 18 0.786 0.813 0.841 0.858 0.876

M Kit N Min 16.P 50.P 84.P Max

Sample B [g/l]

0 0,02 0,04 0,06 0,08 0,1

Alle 618 0 0.031 0.040 0.060 3.10
1 4 10 0.014 0.055 0.068 0.796 3.10
1 30 44 0.026 0.030 0.038 0.040 0.048
2 30 4 0.024 0.040 0.040
4 4 60 0.004 0.026 0.068 0.068 2.00
4 30 321 0.002 0.031 0.039 0.040 0.605
5 4 11 0.020 0.022 0.068 0.070 0.070
5 30 21 0.028 0.030 0.036 0.042 0.378
5 38 50 0.020 0.038 0.041 0.046 0.061
5 40 7 0.042 0.060 0.070
5 43 52 0.047 0.060 0.060 0.070 0.800
5 126 6 0.024 0.030 0.034
5 328 18 0.017 0.029 0.046 0.061 0.075
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 1.6 %
B -16.9 %

Other kits (number):
1-43(1), 1-126(1), 2-04(1), 3-30(2), 4-43(1), 5-13(1), 5-53(1), 5-105(1), 5-108(1), 5-128(2), 7-40(1), 8-08(1),
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Method

a1-microglobulin
all methods

success rate 97,6 % out of range 3

No of participants 170
sample/unit A Bmg/l
mean
standard deviation
coefficient of variation

63.8 4.84
11.3 1.16
17.7 23.9

Sample A [mg/l]

0 50 100 150M Kit N Min 16.P 50.P 84.P Max

Alle 170 5.61 56.4 63.1 67.0 575
1 13 8 56.0 75.0 110 121 122
1 28 70 5.61 62.3 65.9 69.0 74.5
1 43 4 62.5 65.3 66.9
2 30 67 50.6 55.6 57.5 58.8 575
2 140 16 62.7 63.2 65.2 66.4 67.1
2 156 2 57.2 57.3 57.3

M Kit N Min 16.P 50.P 84.P Max

Sample B [mg/l]

0 10 20 30

Alle 170 1.51 4.30 5.00 5.61 63.1
1 13 8 2.20 3.27 5.25 6.37 6.55
1 28 70 2.10 5.49 5.60 5.61 63.1
1 43 4 5.49 5.55 5.60
2 30 67 1.51 2.30 5.00 5.00 5.00
2 140 16 4.00 4.30 4.33 4.84 5.00
2 156 2 3.20 4.10 5.00
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -4.3 %
B -56 %

Other kits (number):
1-30(1), 1-140(1), 2-99(1),
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Analyte

Method

albumin
all methods

success rate 96,2 % out of range 11

No of participants 527
sample/unit A Bmg/l
mean
standard deviation
coefficient of variation

427 10.8
41.3 2.42
9.65 22.4

Sample A [mg/l]

200 400 600M Kit N Min 16.P 50.P 84.P Max

Alle 527 3.00 399 429 460 39200
1 4 3 439 459 459
1 13 5 447 460 482
1 28 34 12.1 443 459 482 39200
1 30 3 421 429 441
2 4 48 430 453 466 480 494
2 30 308 3.00 407 424 442 4234
2 38 35 411 430 443 464 509
2 40 5 349 361 363
2 43 40 6.10 336 351 364 374
2 140 6 426 448 501
2 328 9 310 380 437 526 551
3 4 4 454 459 474
3 30 7 413 431 436
6 44 3 437 488 518

M Kit N Min 16.P 50.P 84.P Max

Sample B [mg/l]

0 20

Alle 527 1.09 9.90 10.8 12.0 41300
1 4 3 10.1 11.0 12.0
1 13 5 11.0 11.3 12.0
1 28 34 10.4 11.4 12.2 13.0 41300
1 30 3 10.0 10.3 10.8
2 4 48 9.70 10.9 11.7 13.0 106
2 30 308 1.09 10.0 10.7 11.5 116
2 38 35 8.97 9.60 10.7 11.2 12.0
2 40 5 5.50 7.00 7.00
2 43 40 5.00 5.70 6.40 8.00 352
2 140 6 10.8 11.5 13.9
2 328 9 7.70 9.32 11.2 12.6 12.8
3 4 4 10.4 11.2 11.7
3 30 7 10.1 11.2 12.5
6 44 3 11.0 11.4 12.7
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 4.6 %
B 0.9 %

Other kits (number):
1-40(1), 1-43(2), 1-140(1), 2-08(1), 2-126(2), 2-156(1), 2-335(1), 3-38(1), 3-40(2), 3-43(1), 3-328(1), 4-30(1), 
6-30(2),
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Analyte

Method

IgG
all methods

success rate 96,9 % out of range 2

No of participants 165
sample/unit A Bmg/l
mean
standard deviation
coefficient of variation

50.1 3.97
7.01 1.78
14.0 44.7

Sample A [mg/l]

20 40 60 80M Kit N Min 16.P 50.P 84.P Max

Alle 165 3.52 45.3 50.1 55.6 63.0
1 13 10 5.06 32.2 44.5 46.2 49.0
1 28 74 3.52 50.9 53.8 57.1 60.6
1 30 3 45.6 48.1 53.5
1 43 2 55.9 56.4 56.9
2 30 59 40.0 45.0 46.5 48.1 63.0
2 140 14 44.4 47.8 50.6 55.4 56.1

M Kit N Min 16.P 50.P 84.P Max

Sample B [mg/l]

0 5 10 15 20

Alle 165 0.200 3.00 4.00 4.10 71.8
1 13 10 0.789 1.25 3.00 3.00 3.00
1 28 74 0.789 3.73 4.10 4.10 71.8
1 30 3 1.05 2.00 7.90
1 43 2 4.10 4.10 4.10
2 30 59 0.200 1.04 4.00 4.00 7.00
2 140 14 7.89 7.89 7.90 8.08 8.74
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -0.1 %
B 0 %

Other kits (number):
1-140(1), 1-328(1), 2-28(1),
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Analyte

Method

calcium
all methods

success rate 97,4 % out of range 5

No of participants 519
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

0.948 1.42
0.083 0.069
8.85 4.89

Sample A [mmol/l]

0,6 0,8 1 1,2 1,4M Kit N Min 16.P 50.P 84.P Max

Alle 519 0.710 0.880 0.950 1.00 4.00
3 4 10 0.800 0.808 0.905 1.00 1.00
3 30 131 0.800 0.890 0.940 1.00 3.65
3 38 6 0.960 1.00 1.04
3 40 5 0.760 0.900 1.02
3 43 18 0.800 0.870 0.950 0.990 1.00
3 328 16 1.04 1.05 1.11 1.18 1.26
4 4 52 0.790 0.850 0.930 0.995 4.00
4 30 7 0.911 0.960 2.25
4 38 32 0.900 0.970 1.01 1.09 1.50
4 43 23 0.800 0.881 0.970 1.07 1.45
6 30 189 0.740 0.870 0.935 1.00 1.10
8 4 8 0.800 0.840 0.920 1.03 1.06
8 38 5 0.970 1.01 1.18

M Kit N Min 16.P 50.P 84.P Max

Sample B [mmol/l]

1 1,5 2

Alle 519 0.900 1.36 1.41 1.48 5.60
3 4 10 1.29 1.30 1.37 1.41 1.43
3 30 131 1.30 1.36 1.42 1.49 4.25
3 38 6 1.41 1.44 1.46
3 40 5 1.31 1.40 1.46
3 43 18 1.18 1.27 1.40 1.45 1.51
3 328 16 1.45 1.48 1.54 1.60 1.63
4 4 52 1.23 1.30 1.36 1.42 5.60
4 30 7 1.36 1.41 1.50
4 38 32 1.36 1.39 1.43 1.50 1.54
4 43 23 0.900 1.36 1.44 1.48 1.61
6 30 189 1.21 1.38 1.42 1.48 1.58
8 4 8 1.20 1.25 1.37 1.45 1.48
8 38 5 1.42 1.44 1.60
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 4.8 %
B -0.7 %

Other kits (number):
1-43(1), 1-91(1), 1-99(1), 1-134(1), 3-07(1), 3-128(1), 4-40(3), 4-126(1), 7-30(1), 7-38(1), 8-126(3), 8-134(2),
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Analyte

Method

chloride
all methods

success rate 97,1 % out of range 5

No of participants 428
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

75.2 49.3
8.03 4.79
10.7 9.71

Sample A [mmol/l]

50 60 70 80 90 100M Kit N Min 16.P 50.P 84.P Max

Alle 428 54.0 69.0 73.0 84.0 101
2 30 5 63.3 69.5 72.4
4 4 61 69.0 73.0 74.2 75.4 77.0
4 30 263 55.5 68.0 71.0 73.2 97.0
4 38 38 75.0 79.2 83.5 86.8 89.0
4 40 8 83.0 83.0 84.0 87.0 87.0
4 43 40 54.0 89.0 94.0 98.6 101
4 328 9 80.6 82.6 89.0 94.0 95.0

M Kit N Min 16.P 50.P 84.P Max

Sample B [mmol/l]

30 40 50 60

Alle 428 4.00 45.2 47.8 54.0 103
2 30 5 42.7 46.5 49.0
4 4 61 47.0 50.6 51.8 52.4 54.0
4 30 263 34.0 44.6 46.5 48.0 84.2
4 38 38 4.00 52.2 54.0 55.0 58.0
4 40 8 53.0 53.0 53.0 53.6 54.0
4 43 40 53.7 55.4 57.4 58.9 89.0
4 328 9 56.3 58.5 62.0 69.2 70.0
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 0 %
B -0.8 %

Other kits (number):
1-358(1), 2-328(1), 4-530(1), 4-128(1),
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Analyte

Method

potassium
all methods

success rate 98,3 % out of range 3

No of participants 601
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

24.1 24.3
0.740 0.833
3.07 3.43

Probe A (TV = 24.0 [mmol/l])

15 20 25 30M Kit N Min 16.P 50.P 84.P Max

Alle 601 4.50 23.6 24.0 24.8 29.9
2 4 69 22.6 23.5 23.9 24.1 25.2
2 30 366 4.50 23.6 24.0 24.6 29.9
2 38 47 23.0 24.0 24.0 25.0 28.9
2 40 10 23.5 23.9 24.1 24.9 25.0
2 43 45 23.2 24.4 25.0 25.2 26.2
2 328 20 20.4 23.1 23.7 24.0 24.5
3 30 8 23.4 23.5 24.1 24.8 24.9
4 4 5 23.7 24.2 24.7
4 30 16 22.9 23.1 23.9 24.6 25.0
4 38 3 24.0 24.0 24.3

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 24.2 [mmol/l])

15 20 25 30

Alle 601 19.5 23.9 24.2 25.0 62.0
2 4 69 23.3 23.7 24.1 24.6 28.8
2 30 366 19.5 23.9 24.2 24.9 35.2
2 38 47 23.5 24.0 24.2 25.0 28.0
2 40 10 23.6 23.8 24.3 24.9 25.1
2 43 45 23.5 24.3 24.9 25.2 26.7
2 328 20 19.8 22.8 23.8 24.4 62.0
3 30 8 23.7 23.7 24.0 25.2 25.4
4 4 5 24.0 24.5 24.8
4 30 16 23.0 23.8 24.4 25.0 25.0
4 38 3 24.0 24.0 24.5
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 0 %
B 0.6 %

Other kits (number):
1-07(1), 2-128(1), 3-04(2), 3-07(1), 3-38(1), 3-43(1), 3-126(2), 4-43(2), 5-30(1),
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Analyte

Method

magnesium
all methods

success rate 97,6 % out of range 1

No of participants 254
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

2.26 1.69
0.133 0.123
5.91 7.24

Probe A (TV = 2.25 [mmol/l])

0,7 1,4 2,1 2,8 3,5M Kit N Min 16.P 50.P 84.P Max

Alle 254 1.77 2.16 2.25 2.35 2.90
1 99 3 2.26 2.29 2.69
2 4 9 2.20 2.21 2.28 2.42 2.50
2 30 116 1.82 2.13 2.24 2.38 2.90
2 38 15 2.08 2.14 2.26 2.30 2.55
2 40 6 2.09 2.29 2.35
2 43 26 1.77 2.16 2.25 2.35 2.52
3 4 25 2.07 2.17 2.27 2.31 2.47
4 30 3 2.20 2.25 2.35
5 30 19 2.15 2.19 2.27 2.37 2.90
6 4 4 2.22 2.28 2.32
6 30 8 2.14 2.14 2.22 2.28 2.30
6 43 6 2.13 2.25 2.38
6 328 4 2.16 2.27 2.38

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 1.69 [mmol/l])

1 1,5 2 2,5

Alle 254 0.795 1.60 1.69 1.76 2.36
1 99 3 1.71 1.75 2.16
2 4 9 1.60 1.60 1.64 1.84 1.92
2 30 116 1.31 1.60 1.68 1.79 2.10
2 38 15 1.59 1.60 1.64 1.71 2.05
2 40 6 0.795 1.70 1.83
2 43 26 1.58 1.60 1.71 1.79 2.36
3 4 25 1.56 1.64 1.70 1.76 1.80
4 30 3 1.60 1.69 1.72
5 30 19 1.61 1.64 1.70 1.78 2.10
6 4 4 1.64 1.70 1.73
6 30 8 1.58 1.59 1.63 1.70 1.70
6 43 6 1.63 1.70 1.80
6 328 4 1.63 1.66 1.68
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -1.2 %
B 0 %

Other kits (number):
1-91(1), 2-328(1), 3-30(1), 4-38(1), 6-38(1), 6-91(1), 6-99(2), 6-134(2),
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Method

sodium
all methods

success rate 97,1 % out of range 8

No of participants 607
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

95.3 62.6
3.20 2.11
3.36 3.36

Probe A (TV = 95.0 [mmol/l])

80 100 120M Kit N Min 16.P 50.P 84.P Max

Alle 607 63.0 93.0 95.0 97.0 134
2 4 71 76.0 93.0 94.1 95.8 99.0
2 30 370 63.8 93.9 95.3 97.0 134
2 38 49 90.0 93.0 94.0 96.0 100
2 40 10 91.0 91.8 92.9 94.8 95.0
2 43 45 63.0 96.5 97.9 99.1 103
2 328 20 83.3 92.0 93.0 94.3 97.0
3 30 8 94.0 94.0 95.0 96.6 97.0
4 4 3 90.0 96.0 97.0
4 30 13 92.0 92.2 95.9 97.8 100
4 38 3 93.0 94.0 94.0
5 4 3 94.0 96.0 97.0
5 30 3 94.8 95.0 95.0

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 63.0 [mmol/l])

50 60 70 80

Alle 607 24.0 61.0 63.0 64.2 104
2 4 71 52.0 61.0 62.0 64.0 68.0
2 30 370 46.0 61.0 63.0 64.7 100
2 38 49 59.0 61.0 62.0 63.0 67.0
2 40 10 60.4 60.4 61.1 63.0 63.0
2 43 45 60.1 63.0 64.0 65.0 97.0
2 328 20 24.0 57.3 60.8 62.6 92.8
3 30 8 60.0 60.9 62.0 63.6 64.0
4 4 3 58.0 62.0 63.0
4 30 13 61.0 61.0 62.5 65.8 92.0
4 38 3 60.0 62.0 62.0
5 4 3 61.0 63.0 64.0
5 30 3 62.0 62.1 63.0
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -1.3 %
B -2.5 %

Other kits (number):
1-07(1), 1-30(1), 2-128(1), 3-04(2), 3-43(1), 3-126(1), 4-43(2),
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Analyte

Method

phosphorus, inorg.
all methods

success rate 98,0 % out of range 2

No of participants 462
sample/unit A Bmmol/l
mean
standard deviation
coefficient of variation

9.97 7.68
0.480 0.453
4.81 5.90

Sample A [mmol/l]

6 8 10 12 14M Kit N Min 16.P 50.P 84.P Max

Alle 462 0.900 9.59 9.95 10.4 12.5
1 4 50 8.57 9.47 9.75 10.0 12.3
1 30 222 8.00 9.56 9.94 10.3 12.5
1 38 26 9.00 9.50 9.99 10.4 10.6
1 40 7 9.65 10.7 10.9
1 43 37 9.20 9.81 10.4 10.8 11.7
1 328 7 10.0 10.6 11.1
2 4 9 9.10 9.30 9.68 10.0 10.1
2 30 42 0.900 9.74 9.90 10.2 12.5
2 38 6 9.18 10.1 10.3
2 43 4 8.30 10.4 10.7
4 4 6 9.48 9.65 9.77
4 30 30 9.33 9.68 9.96 10.4 10.7

M Kit N Min 16.P 50.P 84.P Max

Sample B [mmol/l]

4 6 8 10

Alle 462 6.00 7.33 7.65 8.00 10.8
1 4 50 6.70 7.23 7.50 7.75 10.2
1 30 222 6.00 7.30 7.64 7.94 9.17
1 38 26 6.70 7.23 7.66 8.07 8.33
1 40 7 7.40 8.50 8.72
1 43 37 7.00 7.59 7.90 8.30 9.17
1 328 7 7.50 7.86 10.0
2 4 9 6.90 7.00 7.48 7.83 8.00
2 30 42 7.03 7.33 7.60 7.90 10.5
2 38 6 6.85 7.70 7.90
2 43 4 7.78 8.29 10.8
4 4 6 7.25 7.46 7.58
4 30 30 7.00 7.40 7.64 8.00 8.30
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -5.0 %
B -5.2 %

Other kits (number):
1-07(1), 1-126(3), 1-128(1), 3-08(1), 3-38(1), 4-38(3), 4-40(1), 4-43(1), 4-99(1), 4-328(3),
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Analyte

Method

osmolality
all methods

success rate 95,1 % out of range 4

No of participants 247
sample/unit A Bmosm/kg
mean
standard deviation
coefficient of variation

373 263
16.4 16.6
4.38 6.32

Sample A [mosm/kg]

300 350 400 450 500M Kit N Min 16.P 50.P 84.P Max

Alle 247 257 368 375 382 376000
1 7 3 373 374 378
1 30 6 347 374 378
1 33 8 370 371 380 384 384
1 64 9 362 364 372 375 376
1 99 151 257 371 376 382 376000
1 164 11 365 367 377 386 388
1 165 10 361 363 373 382 390
1 240 12 370 372 380 391 394
1 358 5 355 379 387
2 30 9 264 286 337 449 580
2 38 4 324 337 380
2 99 4 345 382 391

M Kit N Min 16.P 50.P 84.P Max

Sample B [mosm/kg]

200 250 300 350

Alle 247 173 258 265 269 265000
1 7 3 258 263 264
1 30 6 251 262 263
1 33 8 256 256 264 271 271
1 64 9 256 258 261 264 266
1 99 151 243 260 266 270 265000
1 164 11 256 261 263 267 272
1 165 10 255 257 265 269 270
1 240 12 257 260 264 273 278
1 358 5 264 266 269
2 30 9 173 198 220 303 394
2 38 4 215 226 269
2 99 4 230 267 283
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -1.6 %
B -3.3 %

Other kits (number):
1-01(1), 1-04(1), 1-49(1), 1-145(2), 1-163(1), 2-04(2), 2-145(1), 2-328(1), 3-02(1), 3-99(2), 3-164(1), 3-240(1),

Analyte

Method

proteinuria
all methods - evaluation of diagnosis -

number of participants 125 [success rate 98 %]

Sample A Sample B

- normal excretion of proteins

- glom. proteinuria (a1-microglobulin <14mg/g crea!)

124 glomerular and tubular proteinuria

1 tubular proteinuria (e.g. tubular interst. nephropathy)

- prerenal proteinuria (e.g. Bence-Jones proteinuria)

- postrenal proteinuria (e.g. in postrenal blood flow)

- other constellations

124 normal excretion of proteins

1 glom. proteinuria (a1-microglobulin <14mg/g crea!)

- glomerular and tubular proteinuria

- tubular proteinuria (e.g. tubular interst. nephropathy)

- prerenal proteinuria (e.g. Bence-Jones proteinuria)

- postrenal proteinuria (e.g. in postrenal blood flow)

- other constellations
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Analyte

Method

pH ST
all methods

number of participants 715

Sample A

Sample B

- - pH value 5
- 1 pH value 5,5
1 2 pH value 6
3 8 pH value 6,5

15 157 pH value 7
22 273 pH value 7,5
23 210 pH value 8

- - pH value 8,5
- - pH value 9

1 1 pH value 5
1 1 pH value 5,5
3 5 pH value 6
3 25 pH value 6,5

42 402 pH value 7
12 160 pH value 7,5

2 57 pH value 8
- - pH value 8,5
- - pH value 9

visuell optisch-automatisiert

Analyte

Method

protein ST
all methods

number of participants 702

sample
A

negative

weak/borderline pos.

positive

strong positive

method2 2 2 2 1
kit30 145 40 146 30 others all

1 1 2 - -

2 1 3 - 3

98 23 7 28 9

131 128 114 4 25

0

5

54

63

4

14

219

465

sample
B

negative

weak/borderline pos.

positive

strong positive

method2 2 2 2 1
kit30 145 40 146 30 others all

217 150 126 32 34

8 1 - - 3

6 2 - - -

1 - - - -

120

0

1

0

679

12

9

1

Analyte

Method

glucose ST
all methods

number of participants 702

sample
A

< 50 mg/dl

50-99 mg/dl

100-299 mg/dl

300- 999 mg/dl

>=1000 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

1 - 2 - -

17 28 34 17 1

211 122 89 15 21

2 - 1 - 15

- 2 - - 1

0

37

80

6

0

3

134

538

24

3

sample
B

< 50 mg/dl

50-99 mg/dl

100-299 mg/dl

300- 999 mg/dl

>=1000 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

230 152 126 32 38

1 - - - -

- - - - -

- - - - -

- - - - -

122

0

0

0

0

700

1

0

0

0

Analyte

Method

hemoglobin ST
all methods

number of participants 706

sample
A

negative

5 - 12 Erys/ul

13 - 50 Erys/ul

> 50 Erys/ul

method2 2 2 2 1
kit30 145 40 146 30 others all

229 152 122 32 41

2 1 3 - -

- - - - 1

- - - - -

121

1

0

1

697

7

1

1

sample
B

negative

5 - 12 Erys/ul

13 - 50 Erys/ul

> 50 Erys/ul

method2 2 2 2 1
kit30 145 40 146 30 others all

227 152 125 31 40

1 1 - 1 -

3 - - - 2

- - - - -

122

0

0

1

697

3

5

1
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Analyte

Method

leukocytes ST
all methods

number of participants 705

sample
A

negative

5 - 50 /ul

51 - 250 /ul

> 250 /ul

method2 2 2 2 1
kit30 145 40 146 30 others all

230 152 123 32 39

1 1 - - 2

- - - - -

- - - - -

123

1

0

0

699

5

0

0

sample
B

negative

5 - 50 /ul

51 - 250 /ul

> 250 /ul

method2 2 2 2 1
kit30 145 40 146 30 others all

216 147 114 32 38

15 6 9 - 3

- - - - -

- - - - -

118

7

0

0

665

40

0

0

Analyte

Method

keton ST
all methods

number of participants 697

sample
A

negative/trace

5 - 49 mg/dl

>=50 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

232 153 124 31 36

- - - - -

- - - - -

121

0

0

697

0

0

sample
B

negative/trace

5 - 49 mg/dl

>=50 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

231 153 124 31 36

1 - - - -

- - - - -

121

0

0

696

1

0

Analyte

Method

nitrite ST
all methods

number of participants 700

sample
A

negative

positive

method2 2 2 2 1
kit30 145 40 146 30 others all

231 153 124 32 38

1 - - - -

121

0

699

1

sample
B

negative

positive

method2 2 2 2 1
kit30 145 40 146 30 others all

232 152 124 32 38

- 1 - - -

121

0

699

1

Analyte

Method

bilirubin ST
all methods

number of participants 693

sample
A

negative / light

middel

strong

method2 2 2 2 1
kit30 145 40 146 30 others all

230 153 121 32 37

- - - - -

- - - - -

120

0

0

693

0

0

sample
B

negative / light

middel

strong

method2 2 2 2 1
kit30 145 40 146 30 others all

230 153 121 32 37

- - - - -

- - - - -

120

0

0

693

0

0
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g/ml0,98 0,99 1,00 1,01 1,02 1,03 1,04

0,98

0,99

1,00

1,01

1,02

1,03

1,04

A

B

g/ml0,98 0,99 1,00 1,01 1,02 1,03 1,04

0,98

0,99

1,00

1,01

1,02

1,03

1,04

A

B

g/ml0,98 0,99 1,00 1,01 1,02 1,03 1,04

0,98

0,99

1,00

1,01

1,02

1,03

1,04

Analyte

Method

specific grav. ST
all methods

success rate 97,7 % out of range 13

No of participants 675
sample/unit A Bg/ml
mean
standard deviation
coefficient of variation

1.01 1.01
0.003 0.003
0.315 0.299

Sample A [g/ml]

0,99 1 1,01 1,02 1,03M Kit N Min 16.P 50.P 84.P Max

Alle 675 0.001 1.01 1.01 1.02 1.10
1 30 22 0.001 1.01 1.01 1.01 1.02
1 99 10 1.01 1.01 1.01 1.01 1.02
1 145 7 1.01 1.01 1.01
2 13 16 1.01 1.01 1.01 1.01 1.01
2 30 225 0.001 1.01 1.01 1.02 1.10
2 33 9 1.00 1.00 1.01 1.02 1.02
2 40 123 0.001 1.01 1.01 1.02 1.03
2 43 12 1.01 1.01 1.01 1.01 1.01
2 64 7 1.01 1.01 1.02
2 99 19 1.00 1.01 1.01 1.02 1.02
2 127 10 1.01 1.01 1.01 1.02 1.02
2 145 149 0.001 1.01 1.01 1.01 1.02
2 146 33 1.01 1.01 1.01 1.01 1.02
2 164 6 1.01 1.01 1.02

M Kit N Min 16.P 50.P 84.P Max

Sample B [g/ml]

0,99 1 1,01 1,02 1,03

Alle 675 0.001 1.01 1.01 1.01 1.10
1 30 22 0.001 1.00 1.01 1.01 1.01
1 99 10 1.01 1.01 1.01 1.01 1.01
1 145 7 1.01 1.01 1.01
2 13 16 1.01 1.01 1.01 1.01 1.01
2 30 225 0.001 1.01 1.01 1.01 1.02
2 33 9 1.00 1.00 1.01 1.02 1.02
2 40 123 0.001 1.01 1.01 1.01 1.03
2 43 12 1.01 1.01 1.01 1.01 1.01
2 64 7 1.01 1.01 1.02
2 99 19 1.00 1.01 1.01 1.01 1.10
2 127 10 1.01 1.01 1.01 1.01 1.01
2 145 149 0.001 1.01 1.01 1.01 1.02
2 146 33 1.01 1.01 1.01 1.01 1.01
2 164 6 1.01 1.01 1.02
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -0.2 %
B -0.5 %

Other kits (number):
1-12(1), 1-34(1), 1-40(5), 1-64(1), 1-127(2), 1-151(1), 2-02(1), 2-12(1), 2-17(1), 2-25(1), 2-28(2), 2-34(3), 
2-37(5), 2-140(1), 2-211(1),

Analyte

Method

urobilinog. ST
all methods

number of participants 693

sample
A

normal

2-4 mg/dl

> 4 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

231 151 118 32 37

- - 3 - -

- - - - -

121

0

0

690

3

0

sample
B

normal

2-4 mg/dl

> 4 mg/dl

method2 2 2 2 1
kit30 145 40 146 30 others all

230 151 118 32 37

- - 3 - -

- - - - -

121

0

0

689

3

0

A

B

A

B

Analyte

Method

diagn. graph A

a1-Mikroglobulin mg/g Krea

Albumin mg/g Krea
10 100 1000 10k 100k

10

100

1000

10k

12

3

1 = primary glomerulopathy
2 = secondary glomerulo-/nephropathy
3 = tubulo-interstitial nephropathy

No of participants 152

median 429 61.4
abscissa/ordinate Albumin a1-Mikrogl.mg/g Krea
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A

B

A

B

Analyte

Method

diagn. graph B

a1-Mikroglobulin mg/g Krea

Albumin mg/g Krea
10 100 1000 10k 100k

10

100

1000

10k

12

3

1 = primary glomerulopathy
2 = secondary glomerulo-/nephropathy
3 = tubulo-interstitial nephropathy

No of participants 152

median 10.4 4.88
abscissa/ordinate Albumin a1-Mikrogl.mg/g Krea


