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Aldosterone (4) Estradiol-17beta (4) Progesterone (4)
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EQA scheme director
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Dr. Marika Enders
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The number in parentheses characterizes the analytical method used.
The assignment of the number to the respective method and/or the respective instrument
is to be taken from the total evaluation.

This certificate is valid in conjunction with the final report dated 17.07.25.

This is available for download in the RfB-Online system.

Certificate
We confirm that you have participated in the survey for for hormone determinations in serum.

This certificate is according to the current version of the RiliBÄK valid until the end of January 2026.

You have met the requirements of the survey for the following analytes:
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Aldosterone (4) Cortisol (4) Estradiol-17beta (4)
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Participation certificate
We confirm that you have participated in the survey for for hormone determinations in serum.



The analytes determined by you are as follows:



page 3 of 10

Survey: HM3/25
month: July 2025
Participant-No: 9900540

Listing and Evaluation of all your results

Explanations

Certificate
A certificate is issued (given) for an analyte only if the basis for an evaluation of the accuracy is given by the guidelines of the
German Medical Association and/or if an evaluation is possible in analogy to these guidelines (see comments on the evaluation)
and, if both results for an analyte are within the given acceptance limits. (marked as '+' below C)

Certificate of participation
In the participation certificate all analytes which are included in the list on this page are listed.
If all analytes are listed on the certificate no participation certificate is printed.

C M R D/Dmax T LL UL

Legend: C=Certification, M=No of method, R=your result, D=difference (R-T)
Dmax= maximum allowable amount of difference in measurement, partly given by
annax 1 of the guideline of the BÄK.
T = target value, either reference method value or assigned value, LL | UL = lower resp. upper limit

Certification: + = fulfilled ( quotient | D/Dmax | <= 1.0 )
- = not fulfilled (quotient | D/Dmax | > 1.0
± = certification cancelled because of technical
and/or analytical reasons

Aldosterone
[ng/l]

+ 4 A 318 -0.24 356 199 513
B 348 -0.26 393 220 567

Cortisol
[nmol/l]

- 4 A 12.3 -3.27 726 508 944
B 10.9 -3.26 503 352 654

Estradiol-17beta
[nmol/l]

+ 4 A 0.440 0.17 0.415 0.269 0.561
B 0.570 -0.15 0.602 0.391 0.813

Progesterone
[nmol/l]

+ 4 A 22.5 0.33 20.1 13.0 27.2
B 31.4 0.14 29.9 19.4 40.4

Testosterone
[nmol/l]

+ 4 A 4.76 0.24 4.38 2.84 5.92
B 15.6 0.21 14.5 9.42 19.6

T3, free
[pmol/l]

+ 4 A 17.1 -0.27 18.1 14.4 21.8
B 12.5 -0.12 12.8 10.2 15.4

T3, total
[nmol/l]

+ 4 A 5.10 -0.02 5.13 3.89 6.37
B 4.38 0.30 4.08 3.10 5.06

T4, free
[pmol/l]

+ 4 A 40.6 0.02 40.4 32.3 48.5
B 21.1 0.02 21.0 16.8 25.2

T4, total
[nmol/l]

+ 4 A 194 -0.13 200 152 248
B 122 0.03 121 91.9 151

TSH
[mU/l]

+ 4 A 1.66 -0.07 1.69 1.28 2.10
B 8.86 -0.09 9.05 6.87 11.3

DHEA-S
[µmol/l]

+ 4 A 12.3 0.07 12.0 7.80 16.2
B 10.9 0.13 10.4 6.76 14.1

17-OH-progesterone
[nmol/l]

+ 4 A 11.6 0.02 11.4 4.56 18.3
B 2.16 0.26 1.10 0 5.10

Ferritin
[µg/l]

+ 4 A 277 0.46 248 186 310
B 407 0.67 348 261 435
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Analyte

Method

Aldosterone
all methods

success rate 98,2 % out of range 0

No of participants 231
sample/unit A Bng/l
mean
standard deviation
coefficient of variation

362 398
50.0 46.7
13.8 11.7

Probe A (TV = 356 [ng/l])

0 200 400 600M Kit N Min 16.P 50.P 84.P Max

Alle 231 193 327 356 402 777
1 211 3 347 417 421
4 23 35 247 319 340 352 400
4 77 148 292 327 359 396 486
4 335 3 193 349 356

10 47 11 260 329 374 413 429
10 99 6 336 365 408

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 393 [ng/l])

0 200 400 600 800

Alle 231 209 359 394 433 707
1 211 3 349 379 433
4 23 35 319 353 376 396 431
4 77 148 327 360 395 430 551
4 335 3 209 403 411

10 47 11 320 352 426 462 466
10 99 6 358 421 440

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -11.42 %
B -11.79 %

Other kits (number):
1-09(1), 1-13(1), 1-49(1), 1-111(2), 2-35(1), 2-36(2), 2-41(2), 2-49(1), 2-99(2), 2-270(1), 2-350(1), 2-355(1), 
3-77(1), 4-05(1), 4-30(1), 4-74(1), 8-23(1), 8-335(1), 10-30(1), 10-134(1), 10-135(1),

nmol/l0 300 600 900 1200

0

200

400

600

800

A

B

nmol/l0 300 600 900 1200

0

200

400

600

800

A

B

nmol/l0 300 600 900 1200

0

200

400

600

800

Analyte

Method

Cortisol
all methods

success rate 97,2 % out of range 1

No of participants 543
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

733 499
96.8 62.8
13.2 12.6

Sample A (RMW = 726 nmol/l)

300 600 900 1200M Kit N Min 16.P 50.P 84.P Max

Alle 543 3.09 652 731 814 6431
1 111 4 902 929 952
2 35 6 593 858 869
3 21 7 661 747 898
4 4 69 571 624 654 690 6431
4 13 32 574 633 678 718 759
4 23 3 659 669 693
4 30 245 3.09 711 742 781 885
4 40 19 85.3 767 823 875 914
4 43 55 12.3 763 861 932 1114
4 44 48 497 593 628 674 745
4 77 16 754 775 814 857 871

10 47 10 698 704 731 766 767
10 99 9 624 635 750 786 798

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 503 nmol/l)

200 400 600 800

Alle 543 10.9 449 500 547 4389
1 111 4 577 606 635
2 35 6 577 592 869
3 21 7 409 471 677
4 4 69 367 424 450 466 4389
4 13 32 381 414 456 484 505
4 23 3 462 468 475
4 30 245 400 489 508 529 591
4 40 19 55.5 518 564 603 616
4 43 55 10.9 513 569 643 728
4 44 48 306 416 437 464 502
4 77 16 444 462 484 517 519

10 47 10 494 500 512 552 555
10 99 9 370 416 497 542 566

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A-98.57 %
B-98.09 %

Other kits (number):
1-130(1), 2-30(1), 2-36(1), 2-41(1), 2-49(1), 2-99(1), 2-270(1), 3-54(1), 3-77(1), 4-335(2), 4-365(1), 8-04(1), 
8-77(1), 10-30(1), 10-75(1), 10-134(1), 10-135(1), 11-30(2),



Youden plots HM3/25, Participant No 9900540, page 5 of 10

nmol/l0,00 0,20 0,40 0,60 0,80

0,00

0,50

1,00

A

B

nmol/l0,00 0,20 0,40 0,60 0,80

0,00

0,50

1,00

A

B

nmol/l0,00 0,20 0,40 0,60 0,80

0,00

0,50

1,00

Analyte

Method

Estradiol-17beta
all methods

success rate 97,1 % out of range 2

No of participants 631
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

0.410 0.596
0.054 0.063
13.2 10.7

Probe A (TV = 0.415 [nmol/l])

0,2 0,4 0,6 0,8M Kit N Min 16.P 50.P 84.P Max

Alle 631 0.018 0.378 0.415 0.443 1.15
1 211 4 0.283 0.315 0.363
2 35 33 0.415 0.426 0.440 0.446 0.705
3 21 20 0.289 0.300 0.369 0.411 0.575
3 54 5 0.139 0.309 0.460
4 4 75 0.359 0.388 0.422 0.468 0.602
4 13 52 0.378 0.401 0.427 0.441 0.523
4 30 258 0.018 0.393 0.415 0.433 0.690
4 40 22 0.368 0.380 0.409 0.435 0.491
4 43 61 0.312 0.379 0.415 0.455 0.543
4 44 45 0.222 0.282 0.380 0.433 0.539
4 77 22 0.349 0.354 0.370 0.389 0.400

10 47 5 0.440 0.539 1.15
10 99 7 0.284 0.381 0.617

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 0.602 [nmol/l])

0,5 1

Alle 631 0.036 0.550 0.602 0.635 1.31
1 211 4 0.383 0.470 0.514
2 35 33 0.587 0.617 0.624 0.631 0.863
3 21 20 0.444 0.460 0.522 0.582 0.635
3 54 5 0.411 0.506 0.642
4 4 75 0.499 0.551 0.588 0.627 0.784
4 13 52 0.579 0.596 0.628 0.657 0.698
4 30 258 0.457 0.577 0.602 0.628 0.738
4 40 22 0.536 0.573 0.605 0.640 0.672
4 43 61 0.518 0.593 0.626 0.661 0.767
4 44 45 0.389 0.453 0.536 0.597 0.811
4 77 22 0.521 0.527 0.545 0.566 0.594

10 47 5 0.635 0.778 1.31
10 99 7 0.466 0.574 0.906

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 4.2 %
B -3.0 %

Other kits (number):
1-111(3), 1-130(1), 2-21(1), 2-36(1), 2-43(1), 2-99(1), 2-270(1), 3-77(1), 3-99(1), 4-54(3), 4-228(1), 4-365(1), 
8-04(1), 8-77(1), 10-30(1), 10-135(1), 11-30(2),
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Analyte

Method

Progesterone
all methods

success rate 99,1 % out of range 0

No of participants 570
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

20.7 29.6
2.59 4.14
12.5 14.0

Sample A (RMW = 20.1 nmol/l)

10 20 30M Kit N Min 16.P 50.P 84.P Max

Alle 570 11.4 17.9 21.3 23.2 33.7
2 35 33 18.4 18.5 18.7 18.8 18.9
3 21 16 18.2 18.4 20.4 21.7 22.8
3 54 3 21.8 24.2 27.0
4 4 74 11.4 20.7 21.6 22.6 24.5
4 13 44 14.2 16.4 18.4 20.5 21.7
4 30 219 19.8 21.7 22.8 23.9 27.7
4 40 22 15.7 16.3 17.2 17.8 19.1
4 43 59 15.1 16.5 17.4 18.4 19.5
4 44 43 15.4 17.6 18.5 20.0 24.1
4 77 15 17.8 19.4 21.0 21.9 23.4

10 47 13 19.6 20.4 21.6 23.3 25.2
10 99 7 11.7 19.7 22.8

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 29.9 nmol/l)

20 40

Alle 570 15.2 24.5 30.8 33.4 51.8
2 35 33 23.8 24.0 24.4 24.5 24.6
3 21 16 20.6 27.6 30.1 32.6 34.4
3 54 3 33.3 37.0 40.2
4 4 74 15.2 29.6 30.9 32.3 34.3
4 13 44 20.5 23.1 25.3 29.2 31.1
4 30 219 28.5 31.4 32.8 34.6 51.8
4 40 22 22.7 23.5 24.1 26.4 26.8
4 43 59 22.6 23.5 25.3 26.7 29.1
4 44 43 21.5 23.6 25.4 27.0 34.3
4 77 15 27.0 28.7 29.8 32.1 34.2

10 47 13 28.1 29.3 32.0 33.9 34.6
10 99 7 16.2 28.5 31.4

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 4.1 %
B 1.6 %

Other kits (number):
1-111(2), 1-130(1), 2-21(1), 2-25(1), 2-36(2), 2-43(1), 2-99(1), 2-270(1), 3-77(1), 3-99(1), 4-54(1), 4-335(1), 
4-365(1), 8-04(1), 8-30(1), 8-77(1), 10-30(1), 10-134(1), 10-135(1), 11-30(1),
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Analyte

Method

Testosterone
all methods

success rate 96,2 % out of range 4

No of participants 746
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

4.39 14.2
0.609 1.60
13.9 11.2

Probe A (TV = 4.38 [nmol/l])

2 4 6 8M Kit N Min 16.P 50.P 84.P Max

Alle 746 0.318 3.93 4.38 4.86 426
2 35 29 4.82 4.82 4.86 5.00 5.03
3 21 36 3.09 3.44 3.85 4.37 5.34
3 54 21 3.54 4.49 5.07 5.67 31.1
4 4 94 3.72 4.27 4.44 4.75 14.8
4 13 60 3.90 4.36 4.59 5.03 5.48
4 30 80 3.92 4.13 4.34 4.62 5.08
4 40 23 3.46 3.93 4.14 4.38 4.65
4 43 59 2.90 3.44 3.59 3.81 4.16
4 44 56 3.92 4.61 5.14 5.59 6.56
4 77 19 2.51 2.77 3.41 4.00 4.16

10 47 12 4.14 4.43 4.74 5.18 5.53
10 99 12 3.82 4.11 4.50 4.60 4.90
14 30 204 0.318 4.13 4.33 4.55 426

M Kit N Min 16.P 50.P 84.P Max

Probe B (TV = 14.5 [nmol/l])

5 10 15 20 25

Alle 746 1.56 12.9 14.5 15.4 21.3
2 35 29 12.8 12.8 13.2 13.2 13.4
3 21 36 1.67 11.7 13.0 14.6 16.0
3 54 21 13.0 13.6 14.7 16.5 18.8
4 4 94 4.34 14.2 15.0 15.8 17.1
4 13 60 9.59 11.0 12.1 13.1 15.1
4 30 80 13.6 14.1 14.6 15.5 16.5
4 40 23 14.1 14.7 15.6 16.5 17.4
4 43 59 1.56 14.3 15.2 16.2 17.3
4 44 56 11.5 12.6 13.9 15.4 21.3
4 77 19 5.24 9.77 11.7 12.4 12.9

10 47 12 12.3 12.4 14.3 15.2 17.2
10 99 12 11.5 13.0 13.4 14.0 14.9
14 30 204 4.68 14.1 14.6 15.2 16.6

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 7.3 %
B 4.5 %

Other kits (number):
1-111(4), 1-130(1), 2-36(1), 2-41(1), 2-43(1), 2-54(1), 2-99(1), 2-295(1), 3-03(1), 3-77(1), 3-159(2), 4-10(1), 
4-23(3), 4-54(4), 4-99(1), 4-335(2), 4-365(1), 8-04(1), 8-30(1), 8-77(1), 8-99(1), 10-30(1), 10-134(2), 10-135(1), 
11-30(2), 11-44(1), 11-99(3),
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Analyte

Method

T3, free
all methods

success rate 97,8 % out of range 8

No of participants 1126
sample/unit A Bpmol/l
mean
standard deviation
coefficient of variation

18.6 12.9
2.40 1.56
12.9 12.1

Sample A [pmol/l]

10 15 20 25M Kit N Min 16.P 50.P 84.P Max

Alle 1126 0.173 15.9 19.4 20.7 34.6
1 71 8 18.3 19.1 21.2 22.5 22.9
1 111 23 15.6 16.9 18.2 20.4 27.0
3 21 24 13.7 15.3 16.1 17.5 18.7
3 54 9 16.9 17.6 18.6 20.7 21.2
4 4 149 4.73 15.4 16.3 17.4 19.4
4 8 7 19.5 20.8 22.4
4 13 68 12.0 13.5 14.3 15.8 17.1
4 30 591 12.2 19.6 20.3 21.1 30.0
4 40 30 14.2 16.0 16.8 17.3 18.2
4 43 78 0.173 17.4 18.1 19.1 20.1
4 44 39 12.3 12.7 13.9 15.1 16.0
4 77 37 11.0 15.6 16.6 17.3 22.6
4 328 22 17.8 18.2 18.8 19.3 19.7
4 365 9 11.5 12.9 15.7 16.4 16.7

M Kit N Min 16.P 50.P 84.P Max

Sample B [pmol/l]

6 9 12 15

Alle 1126 0.121 11.2 13.5 14.4 27.3
1 71 8 11.2 11.7 13.5 13.9 14.0
1 111 23 9.26 9.83 10.9 12.0 16.6
3 21 24 10.3 10.8 11.6 12.6 27.3
3 54 9 10.5 11.5 12.6 14.3 14.3
4 4 149 4.88 10.7 11.3 11.8 16.7
4 8 7 13.7 14.4 15.6
4 13 68 7.51 9.33 10.3 11.2 11.7
4 30 591 8.96 13.6 14.1 14.6 21.3
4 40 30 10.7 11.3 11.7 12.1 12.8
4 43 78 0.121 12.4 12.8 13.2 13.9
4 44 39 9.42 11.3 12.1 12.7 21.0
4 77 37 10.4 10.8 11.3 11.7 15.8
4 328 22 11.2 11.7 12.2 12.7 13.2
4 365 9 8.61 10.7 12.6 14.2 15.7
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -5.2 %
B -1.9 %

Other kits (number):
1-13(1), 1-48(2), 1-49(4), 1-77(1), 1-130(1), 1-155(2), 2-35(2), 2-36(2), 2-43(1), 2-270(1), 3-99(1), 4-54(3), 
4-128(1), 4-335(3), 6-30(3), 8-04(1), 8-30(1), 11-30(2),
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Analyte

Method

T3, total
all methods

success rate 89,8 % out of range 2

No of participants 79
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

4.97 4.11
0.645 0.550
13.0 13.4

Sample A [nmol/l]

2 4 6 8M Kit N Min 16.P 50.P 84.P Max

Alle 79 0.237 4.10 5.16 5.57 6.08
4 4 9 3.50 3.73 4.33 4.76 4.84
4 8 4 5.16 5.36 5.60
4 13 4 3.99 4.44 4.56
4 30 32 5.10 5.24 5.48 5.69 5.90
4 43 10 4.76 4.84 5.13 5.59 5.77
4 44 6 0.237 4.38 4.65
4 77 3 3.79 4.10 4.25

M Kit N Min 16.P 50.P 84.P Max

Sample B [nmol/l]

2 3 4 5 6 7

Alle 79 0.154 3.48 4.20 4.64 473
4 4 9 3.10 3.17 3.41 3.90 3.94
4 8 4 4.12 4.32 4.52
4 13 4 3.54 3.66 3.76
4 30 32 4.16 4.36 4.59 4.81 473
4 43 10 3.93 3.93 4.08 4.61 4.83
4 44 6 0.154 3.60 3.76
4 77 3 3.06 3.37 3.50
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -0.4 %
B 7.4 %

Other kits (number):
1-111(2), 1-211(1), 2-35(1), 2-36(1), 2-270(1), 3-21(1), 3-30(1), 4-335(1), 10-99(2),
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Analyte

Method

T4, free
all methods

success rate 97,2 % out of range 8

No of participants 1191
sample/unit A Bpmol/l
mean
standard deviation
coefficient of variation

42.3 21.9
7.15 2.83
16.9 12.9

Sample A [pmol/l]

20 40 60M Kit N Min 16.P 50.P 84.P Max

Alle 1191 0.040 32.6 45.1 47.7 446
1 71 8 31.2 32.0 35.5 37.8 38.3
1 111 23 22.7 24.1 26.5 31.4 33.0
3 21 24 3.90 48.8 51.6 55.4 99.2
3 54 8 37.7 38.5 46.6 50.1 51.2
4 4 159 0.040 27.9 29.8 31.9 39.3
4 8 7 47.9 53.1 60.9
4 13 72 35.3 38.4 40.5 43.1 45.9
4 30 615 3.77 44.5 46.2 47.8 446
4 40 30 36.5 38.3 40.2 41.7 43.6
4 43 79 37.2 38.8 40.4 41.5 43.9
4 44 51 40.2 45.4 47.1 49.0 59.2
4 77 35 22.3 45.9 49.8 52.9 56.5
4 328 29 35.3 36.0 37.8 40.3 41.4
4 365 9 26.8 27.8 30.0 32.5 32.6

M Kit N Min 16.P 50.P 84.P Max

Sample B [pmol/l]

10 20 30 40

Alle 1191 0.021 18.4 23.0 24.3 227
1 71 8 18.2 18.6 20.9 22.6 22.8
1 111 23 15.2 16.1 16.9 19.8 21.4
3 21 24 1.83 24.0 25.8 27.5 69.2
3 54 8 18.8 19.2 22.2 23.8 24.0
4 4 159 0.021 17.0 17.8 18.6 94.6
4 8 7 23.2 25.7 30.0
4 13 72 16.1 17.6 18.9 20.5 23.3
4 30 615 1.88 22.8 23.5 24.4 227
4 40 30 20.0 20.4 21.8 22.4 22.9
4 43 79 19.0 20.0 21.0 21.9 23.2
4 44 51 21.5 23.5 24.5 25.8 30.3
4 77 35 19.7 21.2 22.2 23.4 49.7
4 328 29 17.4 18.4 19.3 20.6 21.4
4 365 9 15.6 17.1 19.3 20.8 22.1
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 0.5 %
B 0.4 %

Other kits (number):
1-13(2), 1-48(1), 1-49(4), 1-77(1), 1-99(1), 1-130(1), 1-155(2), 1-211(1), 2-25(1), 2-35(3), 2-36(2), 2-43(1), 
2-54(1), 2-270(1), 3-77(1), 3-99(1), 4-54(3), 4-128(1), 4-335(3), 6-30(4), 8-04(1), 8-30(4), 11-30(2),
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T4, total
all methods

success rate 92,3 % out of range 2

No of participants 65
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

190 117
19.3 10.9
10.1 9.37

Sample A (RMW = 200 nmol/l)

100 150 200 250 300M Kit N Min 16.P 50.P 84.P Max

Alle 65 137 167 195 209 3767
4 4 7 173 200 212
4 8 4 166 181 208
4 13 3 180 191 202
4 30 25 164 178 195 207 213
4 43 9 184 190 206 213 214
4 44 6 164 197 3767
4 77 3 160 166 166

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 121 nmol/l)

50 100 150 200

Alle 65 23.4 102 119 129 2851
4 4 7 103 118 124
4 8 4 101 106 119
4 13 3 113 119 121
4 30 25 23.4 110 116 123 129
4 43 9 109 117 130 134 137
4 44 6 109 123 2851
4 77 3 93.1 101 103
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -5.5 %
B -6.6 %

Other kits (number):
1-111(2), 2-35(1), 2-36(1), 2-270(1), 3-21(1), 4-40(1), 4-335(1),
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Method

TSH
all methods

success rate 97,4 % out of range 13

No of participants 1395
sample/unit A BmU/l
mean
standard deviation
coefficient of variation

1.81 9.29
0.209 1.08
11.6 11.6

Sample A [mU/l]

1 1,5 2 2,5 3M Kit N Min 16.P 50.P 84.P Max

Alle 1395 0.180 1.59 1.82 1.97 37.5
1 111 22 1.23 1.36 1.49 1.67 1.80
2 35 20 1.40 1.40 1.50 1.51 1.52
3 21 34 1.59 1.80 1.93 2.09 2.25
3 54 18 1.63 1.68 1.84 2.06 11.1
4 4 190 0.960 1.46 1.53 1.61 7.34
4 13 84 1.48 1.66 1.74 1.85 37.5
4 30 695 1.30 1.80 1.87 1.98 9.00
4 40 16 1.60 1.65 1.76 1.82 1.90
Siem2 22 1.56 1.64 1.71 1.80 2.00
4 43 83 1.48 1.60 1.69 1.80 1.96
4 44 59 1.36 1.66 1.77 1.88 2.06
4 77 34 2.02 2.23 2.36 2.47 12.1
4 328 34 1.58 1.68 1.82 1.91 2.02

M Kit N Min 16.P 50.P 84.P Max

Sample B [mU/l]

6 9 12 15

Alle 1395 1.09 8.08 9.39 10.1 37.5
1 111 22 6.79 7.28 8.15 8.78 9.21
2 35 20 6.50 6.50 6.55 6.60 6.60
3 21 34 1.56 9.98 10.8 11.8 13.8
3 54 18 3.19 8.16 9.02 10.3 10.7
4 4 190 1.09 7.33 7.72 8.03 9.50
4 13 84 7.36 8.76 9.20 9.66 37.5
4 30 695 1.71 9.24 9.60 10.0 11.9
4 40 16 8.63 8.78 9.41 9.71 9.80
Siem2 22 8.42 8.63 9.09 9.60 9.93
4 43 83 8.00 8.66 9.05 9.39 10.2
4 44 59 6.93 8.45 8.99 9.77 10.9
4 77 34 2.36 11.2 12.1 12.6 13.8
4 328 34 8.45 9.16 9.57 10.3 11.1
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A -1.8 %
B -2.0 %

Other kits (number):
1-13(1), 1-48(1), 1-49(5), 1-71(9), 1-77(1), 1-130(1), 1-155(2), 2-25(1), 2-30(1), 2-36(2), 2-128(1), 2-270(1), 
2-540(1), 3-77(1), 3-99(8), 3-159(8), 4-08(7), 4-54(3), 4-99(1), 4-128(1), 4-335(4), 4-365(9), 6-30(2), 8-04(1), 
8-30(4), 9-34(1), 9-159(2), 11-30(2), 11-33(1), 11-99(1), 11-159(1),
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DHEA-S
all methods

success rate 97,2 % out of range 6

No of participants 430
sample/unit A Bµmol/l
mean
standard deviation
coefficient of variation

14.3 12.2
2.24 1.67
15.6 13.7

Sample A [µmol/l]

5 10 15 20 25M Kit N Min 16.P 50.P 84.P Max

Alle 430 0.014 12.4 14.7 16.2 13008
3 54 3 14.7 15.3 16.8
4 4 51 12.8 13.9 14.7 15.4 17.5
4 13 34 11.4 12.3 13.3 14.3 1312
4 30 188 0.014 14.7 15.5 16.6 1613
4 40 12 10.7 11.2 12.0 12.9 13.1
4 43 35 11.0 11.5 12.0 13.1 15.1
4 44 44 8.99 12.6 13.3 14.2 15.7
4 77 23 10.5 11.3 14.6 16.6 18.4

10 47 13 10.3 10.6 11.7 13.6 12922
10 99 8 10.9 11.2 12.9 7292 13008

M Kit N Min 16.P 50.P 84.P Max

Sample B [µmol/l]

5 10 15 20

Alle 430 0.012 10.6 12.4 13.8 12453
3 54 3 12.6 13.4 13.9
4 4 51 10.6 11.6 12.5 13.1 15.2
4 13 34 9.95 10.8 11.3 12.4 1329
4 30 188 0.012 12.3 13.2 14.0 1382
4 40 12 9.44 9.49 10.2 11.1 11.5
4 43 35 9.13 9.73 10.4 11.4 12.4
4 44 44 10.2 10.8 11.4 12.4 13.1
4 77 23 9.09 9.77 12.1 14.3 15.9

10 47 13 8.14 9.02 9.79 11.1 10750
10 99 8 8.86 9.37 10.8 6980 12453

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 3.0 %
B 4.2 %

Other kits (number):
1-111(1), 1-130(1), 1-211(2), 2-35(1), 2-36(1), 2-41(1), 2-43(1), 2-99(1), 2-130(1), 2-270(1), 4-54(1), 4-335(1), 
4-365(1), 6-30(1), 10-30(1), 10-75(1), 10-135(1), 11-30(1),
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17-OH-progesterone
all methods

success rate 98,7 % out of range 2

No of participants 154
sample/unit A Bnmol/l
mean
standard deviation
coefficient of variation

10.7 2.58
2.39 1.02
22.4 39.4

Sample A (RMW = 11.4 nmol/l)

0 10 20 30M Kit N Min 16.P 50.P 84.P Max

Alle 154 5.88 7.58 11.2 13.1 17.6
1 53 3 12.1 13.3 14.9
1 99 3 7.51 13.0 13.8
1 111 10 6.40 7.98 10.8 11.2 11.5
2 5 8 8.18 8.30 9.30 11.7 11.8
2 35 4 13.8 14.2 16.3
2 36 3 12.7 14.2 15.3
2 41 33 9.36 10.6 11.6 13.2 14.1
2 49 3 8.94 9.21 10.3
2 99 4 6.15 9.53 13.1
4 23 26 6.39 6.80 7.41 7.83 8.67
4 335 6 7.20 7.94 13.7

10 47 17 10.7 11.2 11.8 13.0 15.1
10 99 17 5.88 9.91 12.0 13.2 13.9

M Kit N Min 16.P 50.P 84.P Max

Sample B (RMW = 1.10 nmol/l)

0 2 4 6

Alle 154 0.590 1.18 2.88 3.55 27.6
1 53 3 2.15 4.73 4.79
1 99 3 3.33 3.94 4.75
1 111 10 1.48 1.74 1.93 2.03 2.12
2 5 8 2.33 2.64 3.36 4.36 4.64
2 35 4 2.33 3.12 3.24
2 36 3 2.73 2.79 2.90
2 41 33 2.30 2.49 3.03 3.35 3.61
2 49 3 3.73 3.91 4.24
2 99 4 1.15 2.85 3.18
4 23 26 2.48 2.95 3.25 3.54 3.61
4 335 6 2.09 2.28 2.69

10 47 17 0.830 0.993 1.12 3.82 4.33
10 99 17 0.590 0.898 1.18 1.86 14.5

The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 46 %
B -5.2 %

Other kits (number):
1-13(1), 1-41(1), 1-143(1), 2-42(1), 2-187(2), 2-270(1), 2-355(1), 4-13(1), 4-99(1), 4-365(1), 8-23(1), 10-30(1), 
10-75(2), 10-134(2),
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Ferritin
all methods

success rate 96,6 % out of range 3

No of participants 777
sample/unit A Bµg/l
mean
standard deviation
coefficient of variation

324 447
54.2 72.1
16.7 16.1

Sample A [µg/l]

200 300 400 500M Kit N Min 16.P 50.P 84.P Max

Alle 777 155 263 331 373 450
3 21 19 155 207 234 278 283
3 54 5 262 270 284
4 4 111 262 332 369 410 450
4 8 6 171 190 201
4 13 37 176 196 228 255 274
4 30 278 274 321 350 380 438
4 40 25 225 230 266 296 318
4 43 51 213 225 248 271 315
4 44 21 235 258 293 331 403
4 77 11 325 326 356 398 438
6 28 6 229 251 278
6 30 143 262 305 328 348 429
6 38 18 285 296 311 331 334
8 328 15 226 305 319 347 368

M Kit N Min 16.P 50.P 84.P Max

Sample B [µg/l]

200 400 600

Alle 777 2.00 363 453 512 660
3 21 19 262 297 354 394 447
3 54 5 369 378 406
4 4 111 46.5 475 524 578 660
4 8 6 259 295 323
4 13 37 259 287 316 354 406
4 30 278 2.00 431 474 510 599
4 40 25 299 326 355 393 425
4 43 51 292 322 348 379 410
4 44 21 311 380 434 467 478
4 77 11 455 467 500 533 534
6 28 6 332 365 382
6 30 143 379 418 449 486 587
6 38 18 395 411 432 446 447
8 328 15 306 392 446 483 498
The deviation of your results from the median of the 
corresponding sub-collective (kit) is:

A 11 %
B 16 %

Other kits (number):
1-111(2), 1-130(1), 2-30(2), 2-35(1), 2-43(1), 2-44(1), 2-99(2), 2-270(1), 2-328(1), 3-77(1), 3-99(1), 4-54(1), 
4-228(1), 4-328(3), 4-335(2), 6-04(1), 6-43(2), 6-126(3), 8-30(3), 11-44(1),


