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Certificate

We confirm that you have participated in the survey for immunology/proteins in serum.
This certificate is according to the current version of the RiliBAK valid until the end of January 2026.
You have met the requirements of the survey for the following analytes:

Albumin (7) Transferrin (4) IgA (4)

IgG (4) IgM (4) a1-Antitrypsin (2)
Coeruloplasmin (2) Haptoglobin (2) CRP (4)

IgE (4) Cystatin C (4) alpha1-Glycoprot. (2)
sol.Transfe.Receptor (4) prealbumin (4)

wv\,L/ Ce = (\ - K/\DL 1y / . M (k)\/

Prof. Dr. Dr. K. P. Kohse Dr. Anja Kessler Dr. Marika Enders
EQA scheme director Head of Reference Institute EQAS-Board

The number in parentheses characterizes the analytical method used.
The assignment of the number to the respective method and/or the respective instrument
is to be taken from the total evaluation.

This certificate is valid in conjunction with the final report dated 22.07.25.
This is available for download in the RfB-Online system.

Stiftung fir Pathobiochemie und Molekulare Diagnostik, Referenzinstitut fiir Bioanalytik. - Friesdorfer Str. 153 - D-53175 Bonn
Tel. 0228 / 926895 - 0 - Web: www.rfb.bio - E-Mail: info@spmd-rfb.de
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Listing and Evaluation of all your results

Explanations

Certificate
A certificate is issued (given) for an analyte only if the basis for an evaluation of the accuracy is given by the guidelines of the
German Medical Association and/or if an evaluation is possible in analogy to these guidelines (see comments on the evaluation)
and, if both results for an analyte are within the given acceptance limits. (marked as '+' below C)

Certificate of participation
In the participation certificate all analytes which are included in the list on this page are listed.
If all analytes are listed on the certificate no participation certificate is printed.

Legend: C=Certification, M=No of method, R=your result, D=difference (R-T) Certification:  + = fulfilled ( quotient | D/Dmax | <= 1.0 )
Dmax= maximum allowable amount of difference in measurement, partly given by - = not fulfilled (quotient | D/Dmax | > 1.0
annax 1 of the guideline of the BAK. + = certification cancelled because of technical
T = target value, either reference method value or assigned value, LL | UL = lower resp. upper limit and/or analytical reasons

CM R D/Dmax T LL UL
Albumin| +| 7 46.3 0.05 45.8 36.6 55.0
la/ 30.4 0.04 30.1 24.0 36.2
Transferrin| + | 4 3.78 | -0.02 3.79 | 3.33| 4.25
lo/ 2.01 0 2.01 1.76 | 2.26
IgA| +]| 4 3.32 | -0.06 3.36 | 268| 4.04
[9/] 1.42 0 1.42 1.13 1.71
IgG| +| 4 18.3 0.06 18.1 148 | 21.4
[9/ 9.30 0.10 9.12 7.47 10.8
IgM| +| 4 282 | -0.12 2.91 215 | 3.67
[9/] 1.19| -0.13 1.23 | 0.910 1.55
al-Antitrypsin| +| 2 1.35| -0.62 1.66 116 | 2.16
[9/ 0.960 | -0.13 1.00 | 0.700 1.30

0.310 | -0.34 0.345| 0.241 | 0.449
0.190 | -0.37 0.214 | 0.149 | 0.279

Coeruloplasmin| +| 2
[9/

Haptoglobin| +| 2 1.75| -0.13 1.82 | 1.27| 237
lo/ 0.950 | -0.07 0.970 | 0.679 | 1.27

CRP|+| 4 71.3 0.21 68.3| 54.6| 82.0

[mg/l] 242 0.06 239 191 28.7

IgE| +| 4 167 | -0.72 214 149 279

[U/mi] 101 -0.43 116 | 81.2 151
Cystatin C| +| 4 0.140 0 0.140 0 | 0.500
[mg/l] 0.050 | -0.58 0.120 0 | 0.500

1.08| -0.09 1.06 | 0.742 | 1.38

alpha1-Glycoprot.| +| 2
[9/ 0.560 | -0.42 0.640 | 0.448 | 0.832

3.70 | -0.04 3.75| 262 | 4.88
2.00| -0.03 202 1.4 2.63
0.180 0 0.180 | 0.126 | 0.234
0.110 0 0.110 | 0.077 | 0.143

sol.Transfe.Receptor| + | 4
[mg/1]

prealbumin| +| 4

[9/

W>W>W> 0> 0> 0> 0> 0> 0> 0> 0> 0> 0> 0>
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Analyte  Albumin [_sample A fg/ ]
Method all methods M Kit N Min 16.P 50.P 84.P Max 30 40 50 60 70
y - Alle 514 0046 453 469 483 547 +
success rate 98,8 % out of range 4 2 13 5 431 453 475 1
B 2 28 16 460 465 478 496 547 L 5
4 4 10 445 446 452 485 485 -
4 30 115 0.046 458 470 490 529 +
r 50 4 38 6 445 45.9 47.0 |
4 43 5 466 47.3 49.1 |
4 328 8 427 450 490 499 500 —+
7 4 65 440 450 470 481 500 +
7 30 184 428 454 465 476 500 t
7 38 31 387 450 458 470 496 ]
7 43 32 443 470 48.3 49.2 50.4 1
® 40 7328 7 464 490 50.0 1
[ sample B [g/1] ]
[ ] .. C
. & M Kit N Min 16P 50.P 84P Max 20 30 40
y M | 30 Alle 514 0030 300 310 322 450 +
4 2 13 5 300 30.2 315 |
° 2 28 16 306 306 314 322 343 t
® o 4 4 10 290 290 298 325 328 i+
4 30 115 0.030 301 314 325 403 +
4 38 6 293 30.6 313 1
4 43 5 295 30.3 320 1
L 20 4328 8 274 286 308 314 317 1
7 4 65 300 290 300 305 320 1
7 30 184 285 310 318 325 346 U
7 38 31 263 292 301 310 332 0
7 43 32 282 300 310 318 325 +
7328 7 300 31.0 320 |
° 0 The deviation of your results from the median of the A 10%
T T T T T T corresponding sub-collective (kit) is: B 09%
20 30 40 50 60 70 gll
A Other kits (numbe?:
1-04(1), 1-30(4), 2-30(1), 2-38(1), 2-43(2), 2-140(1), 4-12(1), 4-13(1), 4-40(2), 4-140(2), 5-38(1), 5-43(1),
7-13(2), 7-32(1), 7-40(4), 7-126(4), 7-166(1),
No of participants 514
sample/unit A g/l B
mean 46.9 31.1
standard deviation 1.76 1.39
coefficient of variation 3.76 4.48
Analyte  Transferrin (_sampte Afgm ]
Method  all methods M Kit N Min 16P 50P 84P Max 3 35 4 45 5
y - Alle 624 196 367 378 387 439 +
success rate 99,5 % out of range 1 2 28 5 351 3.75 3.87 1
B 4 4 94 361 370 378 385 4.00 +
4 30 382 346 368 379 388 4.04 +
4 38 47 312 371 378 385 4.02 +
4 40 6 348 3.59 3.69 |
4 43 48 341 360 370 377 384 +
4 126 5 332 375 3.92 |
I 250 4 328 14 349 352 364 375 378 +
7 43 3 351 3.69 371 |
[ sample B [g/1] ]
M Kit N Min 16.P 50.P 84.P Max 1,5 2 25
Alle 624 177 196 2.01 2.05 3.63 +
2 28 5 194 1.96 2.01 |
F200 4 4 94 193 199 203 206 210 +
4 30 382 184 197 201 205 216 ¢
4 38 47 177 196 2.00 2.04 2.07 +
4 40 6 193 1.95 1.98 |
4 43 48 188 196 201 206 210 +
4 126 5 197 2.06 2.15 |
4 328 14 181 18 193 200 211 +
7 43 3 195 2.03 2.05 |
L 150 The deviatign of your resu_lts fro_m_the median of the A -02%
! corresponding sub-collective (kit) is: B 0%
Other kits numberz):
1-04(2), 1-30(2), 2-13(2), 2-30(2), 2-38(1), 2-43(2), 4-13(2), 4-16(1), 4-128(1), 4-140(1), 4-154(1), 5-04(1),
5-30(1), 7-30(1),
2,50 3,00 3,50 4,00 4,50 5,00 gll
A
No of participants 624
sample/unit A g/l B
mean 3.77 2.01
standard deviation 0.112 0.049
coefficient of variation 2.97 2.46
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anaiye  IgA [ sample A[g/
Method  all methods M Kit N Min 16P 50.P 84P Max 21 28 35 42 49
- ’ Alle 515 152 321 334 347 391 +
success rate 99,6 % out of range 1 2 13 9 275 28 333 343 383 —+t
6} B 2 28 43 299 345 357 370 391 +
4 4 77 299 32 328 341 3.57 +
4 30 278 275 328 336 344 37N 0]
4 38 33 316 322 327 334 340 i
4 40 7 292 2.99 3.10 1
4 43 39 28 293 3.04 321 3.34 +
L 200 4 126 3 326 3.28 3.66 1
’ 4 140 5 321 3.38 3.53 |
4 328 5 350 3.50 3.59 1
( sample B [g/
M Kit N Min 16.P 50.P 84.P Max 1,5 2
° F1.50  Alle 515 110 137 142 149 347 +
2 13 9 120 121 127 132 136 +
2 28 43 121 141 146 150 152 +
4 4 77 134 142 146 149 155 1
° 4 30 278 122 137 142 147 166 )
4 38 33 110 141 149 156 160 +
4 40 7 13 1.36 1.40 1
100 4 43 39 125 135 140 146 153 +
’ 4 126 3 135 1.39 1.40 1
4 140 5 138 1.56 1.63 |
4 328 5 14 1.50 1.50 1
The deviation of your results from the median of the A 11%
corresponding sub-collective (kit) is: B 0%
I 050 Otherkits (numberg:
’ 1-04(1), 1-30(1), 2-30(2), 2-43(2), 2-126(1), 2-140(2), 4-13(2), 4-128(1), 4-154(1), 5-04(1), 7-30(1), 7-43(1),
1,40 2,10 2,80 3,50 4,20 4,90 gl
A
No of participants 515
sample/unit A g/l B
mean 3.33 1.43
standard deviation 0.166 0.066
coefficient of variation 4.99 4.65
pnave  1gG [ sample A [g/1]
Method all methods M Kit N Min 16.P 50.P 84.P Max 10 15 20 25
y - Alle 516 262 173 180 186 204 +
success rate 98,4 % out of range 5 169 4 778 18.2 204 1
® 00 B 2 13 1 167 168 174 181 18.3 +
2 28 43 910 173 1841 186  20.0 +
4 4 77 169 177 184 189 200 +
4 30 277 262 176 1841 185 196 D
4 38 34 135 16.1 167 170 184 +
4 40 5 169 17.7 18.7 1
4 43 37 162 173 178 184 187 +
F12,0 4 126 3 178 17.9 18.9 |
4 140 4 151 16.6 17.7 |
4 328 5 183 19.0 20.1 1
° [ sample B [g/
| . L 10,0 pe=y
M Kit N Min 16.P 50.P 84.P Max 6 8 10 12
Alle 516 311 888 911 938 182 +
. ‘SC Oy 1 69 4 773 8.23 18.2 |
od ° ) 2 13 11 856 880 897 922 947 t
L ° ’ 2 28 43 831 89 932 960 181 +
4 4 77 311 901 917 933 955 1
4 30 277 781 894 912 939 994 D
4 38 34 777 846 880 907 926 +
4 40 5 874 8.90 9.51 1
F 6,0 4 43 37 840 869 902 930 944 +
4 126 3 860 9.18 9.36 |
4 140 4 758 8.38 9.24 |
4 328 5 766 9.52 9.90 1
The deviation of your results from the median of the A 12%
4.0 A a PR o2
g corresponding sub-collective (kit) is: B 19%
o
" " " " Other kits (numberg:
10,0 15,0 20,0 25,0 gll 1-04(1), 1-30(1), 2-30(2), 2-43(2), 2-126(1), 2-140(2), 4-13(2), 4-128(1), 4-154(1), 5-04(1), 7-30(1), 7-43(1),
A
No of participants 516
sample/unit A g/l B
mean 18.0 9.10
standard deviation 0.739 0.317
coefficient of variation 4.12 3.48
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Analyte  IgM [ sample A[g/]
Method  all methods M Kit N Min 16P 50.P 84P Max 1. 2 3 4
y - Alle 512 0298 273 287 296 422 4
success rate 97,4 % out of range 2 % ;g 42 ;gé ;gg %% %gg ggg —I-I-
[e) . A . K .
B 4 4 79 269 279 286 293 3.04 1
4 30 273 0298 283 291 299 422 0]
4 38 33 250 261 267 275 282 i
4 40 8 263 266 272 2.86 2.86 1 3
F200 4 43 37 237 277 289 297 317 1
4 126 4 179 3.27 3.74 1
4 140 4 220 2.46 2.62 |
4 328 5 281 3.08 3.10 |
°
Sample B [g/]
| 1.50 [ ple B [g/1]
M Kit N Min 16.P 50.P 84.P Max 0,5 1 1,5
°e o2 s 1 &, Alle 512 0129 118 123 127 260 +
» 2 13 9 124 128 1.32 1.34 1.34 1
o 2 28 43 113 118 1.22 1.26 1.35 t
oo 4 4 79 118 1.2 1.25 1.28 1.33 1
F 1,00 4 30 273 0129 119 123 1.27 1.61 (F
4 38 33 110 112 1.15 1.21 1.24 t
4 40 8 110 110 113 1.21 1.24 +
4 43 37 107 116 1.21 1.27 1.36 +
4 126 4 113 1.19 143 1
4 140 4 121 1.22 1.30 |
4 328 5 124 1.31 1.45 |
0,50 The deviation of your results from the median of the A -30%
corresponding sub-collective (kit) is: B -32%
Other kits &numberz):
L 1-04(1), 1-30(1), 2-30(2), 2-43(2), 2-126(1), 2-140(2), 4-13(2), 4-128(1), 4-154(1), 5-04(1), 5-30(1), 7-30(1),
- - T T T 7-43(1),
1,0 2,0 3,0 4,0 50 gl
A
No of participants 512
sample/unit A g/l B
mean 2.87 1.23
standard deviation 0.207 0.055
coefficient of variation 7.23 4.54
Analyte  al-Antitrypsin (_sample A [g/]
Method  all methods M Kit N Min 16P 50P 84P Max 12 3
y - Alle 138 0934 141 167 173 296 4
success rate 97,1 % out of range 0 ; gg 33 029-22 151 ?g; - ?gg 1 1
B4 4 1 13 140 143 149 150 I
4 30 55 160 165 1.70 1.73 1.80 |
4 38 4 134 1.41 1.53 |
4 43 5 117 1.24 1.56 1
4 140 9 117 118 1.22 1.31 1.33 I
1280 [Tsample B [g/
M Kit N Min 16.P 50.P 84P Max 0,7 1,4 21 2,8
Alle 138 0.690 0.892 1.04 1.10 1.89 +
o109 1 689 4 177 180 189 [
’ 2 28 39 0.767 0.938 1.00 1.05 1.54 1
° 4 4 11 0810 0861 0.890 0.902 0.928 |
Ge 4 30 55 0955 1.06 1.09 1.12 1.16 1
4 38 4 0870 0.940 0.990 |
4 43 5 0.690 0.720 1.00 |
L 1,40 4 140 9 0734 0.744 0.808 0.850 0.850 1
5P Other kits Snumbe?:
1-28(1), > 2-13(2)<, 4-13(1), 4-28(1), 4-40(2), 4-126(1), 4-154(1), 7-30(2),
r 0,70
0,0 1,0 2,0 3,0 4,0 5,0 g/l
A
No of participants 138
sample/unit A g/l B
mean 1.62 1.03
standard deviation 0.276 0.179
coefficient of variation 17.0 17.4
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Analyte  Coeruloplasmin (_sampte A fg/ ]
Method  all methods M Kit N Min 16P 50.P 84P Max 01 02 03 04 05
- Alle 111 0201 0240 0325 0.350 0.386 —+
success rate 92,7 % out of range 0 2 28 39 0201 0330 0.348 0360 0.372 +
B 4 4 6 0.329 0.350 0.359 |
4 30 42 0229 0230 0241 0250 0.322 1
0,36 4 38 4 0270 0.285 0.300 |
4 140 10 0288 0290 0.343 0.365 0.386 —+
[ Sample B [g/l] ]
r 0,30
M Kit N Min 16.P 50.P 84.P Max 0,06 0,12 0,18 0,24 0,3
Alle 111 0.017 0.148 0.190 0220 0.347 —
2 28 39 0150 0.209 0.217 0221 0.347 1
Fr024 4 4 6 0211 0.220 0.230 |
4 30 42 0139 0.142 0.150 0.152 0.160 1
4 38 4 0.161 0.180 0.190 |
4 140 10 0.017 0133 0192 0217 0.220 —
- 0,18 )
Other kits (numbe?:
1-28(1), 2-04(1), > 2-13(2)<, 2-43(1), 4-13(1), 4-40(2), 4-43(2),
F 0,12
- 0,06
°
0,00 0,10 0,20 0,30 0,40 0,50 0,60 gl
A
No of participants 111
sample/unit A g/l B
mean 0.300 0.185
standard deviation 0.051 0.039
coefficient of variation 17.2 21.2
Analyte  Haptoglobin (_samete A g ]
Method all methods M Kit N Min 16.P 50.P 84.P Max 0,7 1,4 2,1 2,8
y - Alle 382 0970 169 174 180 215 I
success rate 99,7 % out of range 0 2 13 3 173 1.73 1.75 0
B 2 28 13 164 168 184 19 215 -+
2 43 3 180 1.82 1.85 1
4 4 59 169 174 179 182 199 1
4 30 222 124 169 173 177 213 1
4 38 22 166 168 173 183 191 t
o 4 40 6 165 1.70 1.73 1
4 43 37 164 169 174 180 183 1
4 140 3 164 172 1.73 1
150 438 5 155 1.65 1.91 1
[ sample B [g/m ]
0. M Kit N Min 16.P 50.P 84.P Max 0,5 1 1,5
\..’ Alle 382 0.838 0950 0.980 1.01 1.69 1
o L r1.00 2 13 3 0920 0.950 0.957 0
o 2 28 13 0859 0921 098 105 110 +
° 2 43 3 0.940 1.06 1.10 1
4 4 59 0951 0980 1.01 1.02  1.10 1
4 30 222 0899 0.950 0.971 1.00 120 I
4 38 22 0930 0944 099% 1.00 1.06 1
4 40 6 0.960 0.990 1.01 1
Fos0 4 43 37 0940 0960 100 1.04 109 +
4 140 3 0972 1.00 1.01 |
4 328 5 0.838 0.914 0.950 1
The deviation of your results from the median of the A 11%
corresponding sub-collective (kit) is: B '0 %
Other kits (number):
1:04(1), 2-140(1), 4-1221), 4-13(1), 4-45(1), 4-126(1), 4-154(1), 5-04(1), 7-43(1),
0,00 0,70 1,40 2,10 2,80 3,50g/1
A
No of participants 382
sample/unit A g/l B
mean 1.74 0.984
standard deviation 0.081 0.051
coefficient of variation 4.68 5.28
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pnalle  CRP [ sample A[mg/]
Method  all methods M Kit N Min 16P 50P 84P Max 40 60 80
y - Alle 1252 120 567 605 654 717 +
success rate 97,9 % out of range 9 1 61 46 590 600 640 670 700 -+
o O ° 6} 9 B 2 28 42 457 534 566 586 603 +
4 4 149 519 620 640 654 694 +
° 4 7 52 285 599 647 704 832 —+-
& 4 30 604 499 559 590 616 550 +
° 4 38 8 507 655 683 71.0 753 £ 1]
« oo r 40 4 40 11 620 627 640 653 653 i
°e o 4 43 66 378 567 586 61.0 651 +
o 4 126 20 542 556 584 612 630 ++
° 4 328 40 571 598 613 634 665
° ."‘“.0 e 5 44 23 804 843 896 964 101 -+
° ° 5 61 20 580 584 630 676 69.0 -+
° °
°
[y (D) o ©® I 30 [ Sample B [mg/l]
2 Tk )
v e M Kit N Min 16.P 50.P 84.P Max 20 30 40
% ° o "l o Alle 1252 170 236 250 271 1950 +
A~ | e @ () 1 61 46 240 260 27.0 28.0 31.0 +
bpor | 5 - OB 2 28 42 196 217 24 230 253 1
“_:‘ o ® b 4 4 149 228 251 261 270 281 +
o 2° ° 4 7 52 227 240 263 284 669 —+
F 20
€ 4 30 604 215 235 247 256 240 +
° ° ° 4 38 8 180 231 239 250 1950 1
4 40 11 250 259 263 280 280 | o
4 43 66 200 270 278 286 295 +
4 126 20 222 243 252 261 270 +
4 328 40 265 2638 274 28.0 28.9 t
5 44 23 300 342 373 404 42.8 ——
10 5 61 20 250 260 270 286 300 +
The deviation of your results from the median of the A 43%
T T T T corresponding sub-collective (kit) is: B 1'2 %
40 60 80 100 mg/l -
A Other kits (numberg):
1-69(4), 1-99(1), 2-13(9], 4-03(5), 4-507(7), 4-08(1), 4-12(6), 4-13(2), 4-32(1), 4-33(9), 4-34(1), 4-36(2), 4-99(4),
4-128(2), 4-140(3), 4-166(1), 4-364(2), 5-38(1), 5-89(1), 5-99(1), 5-159(5), 6-08(6), 6-89(9), 6-99(1), 6-130(8),
No of participants 1252 7-99(2),
sample/unit A mg/| B
mean 61.4 25.5
standard deviation 6.37 2.53
coefficient of variation 10.4 9.95
pnaiyie  IQE [ sample A [U/mI]
Method all methods M Kit N Min 16.P 50.P 84P Max 70 140 210 280 350 420
) ’ Alle 32 116 208 224 243 310 +
success rate 98,4 % out of range 0 180 727 231 243 1
B 1. 72 11 8.0 198 225 264 270 —+—
2 28 13 203 204 219 237 244 +
4 4 29 182 206 212 217 224 i
4 12 6 210 215 220 |
° 1250 4 30 12 208 210 223 256 262 +
4 38 7 198 245 255 |
BeckCou2 4 253 259 273 |
5 30 143 199 212 230 242 290 +
5 4 5 208 215 219 1
r 200 5 43 20 189 200 21 219 223 4
5 4 16 182 191 216 238 262 -+
N ° 5 72 35 140 212 244 256 310 —+
:'o
- ’P b 150 [ Sample B [U/mI]
° M Kit N Min 16.P 50.P 84.P Max 50 100 150 200 250
e '. »® Alle 322 210 118 134 145 248 -+
¢ 1.3 7 134 140 147 |
Q- 100 1. 72 N 1m 116 130 155 157 e
2 28 13 121 124 133 137 139 +4
4 4 29 979 104 12 116 120 +
4 12 6 1M 11 18 |
4 30 12 124 125 134 151 153 +
5o 4 38 7 11 138 148 [
BeckCou2 4 139 141 151 1
5 30 143 118 128 138 145 154 +
5 40 5 128 128 135 1
5 43 20 118 19 125 131 135 +
° 5 4 16 12 124 135 145 151 +
: : : : : : : 0 5 72 3% 14 127 141 160 248 -+
0 70 140 210 280 350 420 U/ml )
A Other kits (numbe?:
1-04(1), 1-05(1), 1-43(1), 1-99(1), > 4-13(3)<, 4-43(3), 4-140(1), 5-04(1), 5-23(1), 7-99(1),
No of participants 322
sample/unit A U/ml B
mean 224 133
standard deviation 24.7 17.3
coefficient of variation 11.0 13.0
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Analyte  Cystatin C ([_sample A [mg/n
Method  all methods M Kit N Min 16P 50.P 84P Max 0,08 0,16 024 032 04
- ’ Alle 256 0 0074 0200 0.400 0.490 —_—t
success rate 100,0 % out of range 0 2 28 24 0056 0.066 0.070 0.075 0.300 |
B 4 4 16 009 0.100 0.200 0.300 0.300 —t—
° 4 12 16 0.060 0.097 0200 0.200 0.200 —A
F0.48 4 30 140 0009 0080 0.136 0400 0.400 —
4 38 17 0020 0.09 0.140 0.303 0.490 -
4 43 28 0108 0250 0250 0.250 0.310 |
4 140 4 0330 0.352 0.400 1
° F 0,40
[ sample B [mg/1)
M Kit N Min 16.P 50.P 84.P Max 0,08 0,16 0,24 0,32 04
F 0,32 Alle 256 0 0060 0.196 0.400 0.490 —_—t—
2 28 24 0050 0.54 0.060 0.063 0.300 1
° 4 4 16 0060 0.100 0.200 0.300 0.300 —t—
4 12 16 0.050 0.091 0200 0.200 0.200 —A
L 0o4 4 30 140 0 0060 0120 0.400 0.400 -
’ 4 38 17 0010 0.047 0120 0.224 0490 —+—
4 43 28 0100 0250 0.250 0.250 0.330 1
° L4 4 140 4 0330 0.352 0.400 1
| The deviation of your results from the median of the A o
° : b 0.16 |corresponding sub-collective (kit) is: B—58.3g°§z
e Other kits (number):
2-43(1), 2-295(1), 4-13?1), 4-16(1), 4-36(2), 4-40(1), 4-99(1), 4-108(2), 4-295(1),
(1)
o F 0,08
oA
°
°
°
0,08 0,16 0,24 0,32 0,40 0,48 mgl/l
A
No of participants 256
sample/unit A mg/I B
mean 0.211 0.202
standard deviation 0.135 0.143
coefficient of variation 63.9 70.6
Anayte  alphal-Glycoprot. (_sample A [gm
Method  all methods M Kit N Min 16P 50.P 84P Max 0,5 1 1,5
y - Alle 20 0900 0822 101 110 120 +
success rate 100,0 % out of range 0 2 28 8 100 101 107 118 120 +
B 4 4 2 0900 0.940 0.980 |
4 30 5 0.900 0.972 1.01 1
4 140 2 0970 0.991 1.01 1
[ sample B [g/
F 1,00
M Kit N Min 16.P 50.P 84.P Max 02 04 06 08 1
Alle 20 0500 0504 0612 0659 0.760 —+
2 28 8 0604 0611 0640 0723 0.760 1+
logo 4 4 2 0540 0.565 0.590 |
’ 4 30 5 0500 0.500 0.552 |
4 140 2 0.620 0.622 0.624 |
e Other kits gnumberg:
3 - 0,60 1-28(1), > 2-13(1)<, 4-38(1),
o o®
o &
r 0,40
F 0,20
F 0,00
0,50 1,00 1,50 2,00 g/l
A
No of participants 20
sample/unit A g/l B
mean 1.02 0.597
standard deviation 0.079 0.068
coefficient of variation 7.80 11.4
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Analyte  sol.Transfe.Receptor (__sample A [mg/ ]
Method all methods M Kit N Min 16P 50.P 84.P Max 1 2 3 4 5
- ’ Alle 128 0950 1.70 370 382 4.07 —t
success rate 97,6 % out of range 1 2 28 26 0950 165 170 177 1.82 I
® B 4 30 87 337 367 375 38 407 1}
4 43 3 120 1.33 1.35 1
4 154 3 120 1.30 141 |
5 13 9 160 161 175  1.90 1.92 +
250 [ sample B [mg/l] ]
M Kit N Min 16P 50.P 84.P Max 05 1 15 2 25
Alle 128 0500 0907 200 210 472 —+
L4 r 2,00 2 28 26 0730 0874 0917 0.991 472 t
[} 4 30 87 188 198 202 212 222 13
4 43 3 0.500 0.510 0.670 |
° 4 154 3 0.700 0.720 0.750 |
150 5 13 9 0810 0834 0890  1.02 1.06 +
’ The deviation of your results from the median of the A -13%
corresponding sub-collective (kit) is: B _0:9 %
° Other kits (number):
’ - 1,00
°
r 0,50
1,0 2,0 3,0 4,0 5,0 mg/l
A
No of participants 128
sample/unit A mg/| B
mean 3.09 1.68
standard deviation 1.00 0.549
coefficient of variation 32.4 32.6
anayte  prealbumin ([sample A[gm ]
Method all methods M Kit N Min 16P 50.P 84.P Max 0,05 01 0,15 0,2 0,25 0,3
y - Alle 50 0149 0160 0.165 0.180 0203 r
success rate 98,0 % out of range 0 2 28 13 0153 0.158 0.170 0.173 0.180 4
B 4 4 3 0.180 0.186 0.198 |
4 30 19 0.149 0.158 0.165 0.170 0.170 1
4 38 4 04178 0.180 0.190 0
4 43 6 0.150 0.161 0.164 |
0,18
[ sample B [g/1] ]
015 M Kit N Min 16.P 50.P 84.P Max 0,03 0,06 0,09 0,12 0,15 0,18
Alle 50 0.070 0.092 0.100 0.110 0.140 +
2 28 13 0.09 0.100 0.103 0.110 0.110 L
4 4 3 0.110 0.114 0.119 |
r 0,12 4 30 19 0.09 0094 0.099 0.100 0.102 1
ée 4 38 4 0.108 0.110 0.114 0
of. 4 43 6 0.070 0.082 0.090 |
[}
| 0.09 The deviatign of your resu_lts frqm'the median of the A 0%
' corresponding sub-collective (kit) is: B 0%
Other kits (numbe?:
1-28(1), 2-43(1), 4-12(1), 4-140(1), 7-04(1),
r 0,06
+ 0,03
0,00 0,05 0,10 0,15 0,20 0,25 0,30 g/l
A
No of participants 50
sample/unit A g/l B
mean 0.168 0.101
standard deviation 0.011 0.011
coefficient of variation 6.56 10.9




